
MGV-GENOME-4335933: 1-17,012 (+)

OTU_6574: 1-17,064 (-)

uvig_428235: 1-17,592 (-)

MGV-GENOME-0113438: 1-16,682 (-)

MGV-GENOME-0124047: 1-17,604 (+)

SAMEA2737818_b1_ct49_vs2: 1-17,593 (+)

uvig_143319: 1-17,604 (+)

MGV-GENOME-4341903: 1-17,552 (-)

MGV-GENOME-0123503: 1-17,554 (+)

MGV-GENOME-0124026: 1-17,603 (+)

SAMN09781718_a1_ct98538_vs1: 1-16,699 (+)

uvig_587294: 1-16,497 (-)

MGV-GENOME-0119041: 1-17,160 (-)

MGV-GENOME-0077185: 1-13,743 (-)

MGV-GENOME-0129490: 1-18,144 (+)

Kang_0003_ST003_A_NODE_6_length_17498_cov_435.723385: 1-17,498 (-)

MGV-GENOME-0124495: 1-17,651 (-)

uvig_403493: 1-17,681 (-)

MGV-GENOME-0122460: 1-17,460 (-)

uvig_99997: 1-16,658 (-)

MGV-GENOME-0118314: 1-17,100 (-)

Norman_9_NODE_20_length_17338_cov_463.174333: 1-17,338 (-)

uvig_405667: 1-17,744 (+)

MGV-GENOME-0087018: 1-14,599 (-)

SAMN05414999_a1_ct281155_vs1: 1-17,893 (+)

MGV-GENOME-0126963: 1-17,895 (-)

7000 nt


