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MGV-GENOME-0207681:1-29,338 (+)

MGV-GENOME-0200608: 1-28,071 (+)
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uvig 74438:1-29,678 (+)

MGV-GENOME-0195467:1-27,168 (+)

uvig_69191:1-28,755 (+)
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MGV-GENOME-0191687: 1-26,526 (+)
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MGV-GENOME-0206058: 1-29,067 (+)
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MGV-GENOME-0199601:1-27,902 (+)
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uvig 171723:1-28,844 (+)
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MGV-GENOME-0204997:1-28,868 (+)
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MGV-GENOME-0205142:1-28,898 (+)
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MGV-GENOME-0206276:1-29,105 (+)
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MGV-GENOME-0211663: 1-30,035 (+)
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MGV-GENOME-0228257:1-32,972 (+)

MGV-GENOME-0222565:1-31,993 (+)

D D D YD)

uvig 188625:1-27,581 (+)

MGV-GENOME-0196712:1-26,294 (+)
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MGV-GENOME-0209405: 1-29,640 (+)
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uvig 501843: 1-24,064 (+)
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uvig 282350: 1-28,258 (+)
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MGV-GENOME-0214514:1-30,569 (+)
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SAMNO0792090_a1_ct13933_vs1:1-24,726 (+)

uvig 145110:1-26,613 (+)
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SAMEA2737688_al_ct82787_vs1:1-27,170 (+)
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SRS024132_al_ct23241 vs01:1-29,878 (+)
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uvig_249398:1-27,091 (+)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




