
SAMEA2737825_a1_ct22771_vs1: 1-43,830 (+)

MGV-GENOME-0284792: 1-41,491 (+)

MGV-GENOME-0251885: 1-37,058 (+)

MGV-GENOME-0273665: 1-40,982 (+)

MGV-GENOME-0270875: 1-40,454 (+)

MGV-GENOME-0268629: 1-40,018 (+)

MGV-GENOME-0270280: 1-40,324 (+)

MGV-GENOME-0277816: 1-41,797 (+)

MGV-GENOME-0274671: 1-41,164 (+)

MGV-GENOME-0276460: 1-41,518 (+)

MGV-GENOME-0274378: 1-41,111 (+)

MGV-GENOME-0267486: 1-39,802 (+)

MGV-GENOME-0274637: 1-41,157 (+)

MGV-GENOME-0269197: 1-40,116 (+)

MGV-GENOME-0258429: 1-38,170 (+)

MGV-GENOME-0263500: 1-39,069 (+)

MGV-GENOME-0260026: 1-38,447 (+)

MGV-GENOME-0254411: 1-37,491 (+)

MGV-GENOME-0274501: 1-41,133 (+)

MGV-GENOME-0239363: 1-33,456 (+)

uvig_557156: 1-32,038 (+)

Han_2018_ERR1398213_NODE_147_length_34223_cov_11.127868: 1-34,223 (+)

uvig_247088: 1-33,994 (+)

uvig_545392: 1-23,618 (+)

uvig_313882: 1-20,289 (+)

SRS076756_a1_ct13811_vs1: 1-33,872 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) tRNA


