
uvig_297463: 1-59,696 (+)

Ma_2019_SRR341701_NODE_192_length_48630_cov_3.499331: 1-48,630 (+)

MGV-GENOME-0300910: 1-36,889 (-)

MGV-GENOME-0302245: 1-36,970 (-)

MGV-GENOME-0330674: 1-41,446 (-)

uvig_293758: 1-52,266 (+)

MGV-GENOME-0301673: 1-36,844 (-)

ivig_2886: 1-43,825 (-)

uvig_397620: 1-38,723 (-)

MGV-GENOME-0261536: 1-36,619 (-)

MGV-GENOME-0299625: 1-36,479 (-)

SAMN00792108_a1_ct1487_vs1: 1-40,504 (-)

uvig_334554: 1-39,941 (-)

MGV-GENOME-0269131: 1-37,845 (-)

MGV-GENOME-0229586: 1-33,238 (-)

MGV-GENOME-0246245: 1-36,130 (-)

uvig_241740: 1-37,959 (-)

uvig_221491: 1-49,926 (+)

MGV-GENOME-0261945: 1-36,351 (-)

MGV-GENOME-0252616: 1-35,040 (-)

MGV-GENOME-0287242: 1-39,636 (-)

uvig_437452: 1-43,375 (-)

TemPhD_cluster_16569: 1-41,172 (-)

uvig_278492: 1-36,611 (-)

uvig_435091_: 1-52,138 (+)

MGV-GENOME-0315545: 1-42,172 (-)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


