uvig_88221:1-12,296 (+)

uvig_242984:1-12,404 (+)

uvig_249937:1-12,232 (+)

MGV-GENOME-4273647:1-11,345 (+)

MGV-GENOME-0059809:1-11,442 (-)

MGV-GENOME-0058047:1-11,317 (-)

MGV-GENOME-0055859:1-11,185 (+)

MGV-GENOME-0058668: 1-11,444 (+)
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uvig_378768:1-12,225 (-)
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MGV-GENOME-0055043:1-11,226 (+)
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uvig_99347:1-12,085 (+)
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SAMEA1906417_al_ct6720_vs1:1-12,356 (+)
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SAMN11893786_a1_ct12449 vs1:1-12,305 (-)
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vig_155481:1-11,968 (+)
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uvig 172299:1-11,8
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uvig_5288:1-12,262 (+)
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vig_103334:1-12,300 (+)
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GV-GENOME-0054043:1-11,162 (+)
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vig_542550:1-11,697 (+)

MGV-GENOME-0063621:1-11,218 (-)

uvig_32010: 1-12,827 (+)

uvig 203071:1-11,795 (+)
} 5000 nt




