
IMGVR_UViG_3300045988_100063|3300045988|Ga0495776_004840: 1-32,751 (+)

SAMEA2738152_b1_ct9: 1-32,654 (+)

MGV-GENOME-0227015: 1-32,751 (+)

SRS020540_a1_ct53980: 1-32,259 (+)

SRS097895_a1_ct16839: 1-30,953 (+)

IMGVR_UViG_3300008537_000266|3300008537|Ga0111051_100249|13916-48324: 1-34,409 (+)

TemPhD_cluster_43900: 1-32,836 (+)

SRS149486_a1_ct12093_vs01: 1-32,388 (+)

uvig_375852: 1-32,214 (+)

IMGVR_UViG_3300014507_000014|3300014507|Ga0169743_10059|49448-85720: 1-36,273 (+)

MGV-GENOME-0277618: 1-32,983 (+)

MGV-GENOME-0225631: 1-32,505 (+)

IMGVR_UViG_3300045988_031915|3300045988|Ga0495776_162262: 1-32,983 (+)

IMGVR_UViG_3300045988_079377|3300045988|Ga0495776_038137: 1-32,505 (+)

uvig_539618: 1-39,894 (+)

MGV-GENOME-0220985: 1-31,722 (+)

SAMEA2738144_b1_ct5: 1-31,667 (+)

OTU_3796: 1-31,446 (+)

IMGVR_UViG_3300045988_023509|3300045988|Ga0495776_100842: 1-34,520 (+)

SAMN05827239_a1_ct1946_vs1: 1-34,460 (+)

IMGVR_UViG_3300008099_000149|3300008099|Ga0114261_100057|29112-65078: 1-35,967 (+)

SRS047219_a1_ct4552_vs1: 1-26,207 (+)

SAMEA2579957_a1_ct3664_vs1: 1-40,450 (+)

TemPhD_cluster_62820_: 1-33,350 (+)

IMGVR_UViG_2826239012_000002|2826239012|2826239027|3862-35693: 1-31,832 (+)

SRS077916_a1_ct13791_vs1: 1-32,494 (+)
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