
SAMN00998645_a1_ct5707_vs1: 1-42,900 (+)

SRS078223_a1_ct28772_vs1: 1-42,496 (+)

IMGVR_UViG_3300008680_000003|3300008680|Ga0111555_1000309: 1-40,194 (+)

MGV-GENOME-0258668: 1-36,097 (+)

MGV-GENOME-0309925: 1-35,861 (+)

SAMN11031453_a1_ct6080: 1-39,144 (+)

OTU_2384: 1-39,344 (+)

IMGVR_UViG_3300014528_000098|3300014528|Ga0169870_100021|69269-109002: 1-39,734 (+)

IMGVR_UViG_3300045988_042814|3300045988|Ga0495776_110913: 1-39,781 (+)

IMGVR_UViG_2531839533_000002|2531839533|2531908082: 1-40,802 (+)

uvig_461543: 1-40,406 (+)

SAMN11031377_a1_ct612: 1-40,903 (+)

uvig_576212: 1-40,240 (+)

uvig_369564: 1-38,959 (+)

uvig_279849: 1-41,081 (+)

SRS019176_a1_ct25707_vs1: 1-40,068 (+)

IMGVR_UViG_3300011976_000139|3300011976|Ga0119798_1000017|24324-63265: 1-38,942 (+)

OTU_2035: 1-40,859 (+)

MGV-GENOME-0213902: 1-27,509 (+)

MGV-GENOME-0270328: 1-36,123 (+)

SRS015128_a1_ct25115_vs1: 1-32,629 (+)

MGV-GENOME-0266542: 1-32,706 (+)

MGV-GENOME-0332086: 1-35,647 (+)

uvig_96907: 1-34,843 (+)

MGV-GENOME-0235990: 1-34,519 (+)

Draper_2018_SRR6914117_NODE_6_length_30660_cov_25.151871: 1-30,660 (-)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


