P D AR KD

—
IMGVR_UViG_3300045988_163128|3300045988|Ga0495776_113496: 1-40,697 (+)

2 IO AR KKHD—

—
MGV-GENOME-0272130: 1-40,697 (+)

OO AP AKX K KK

MGV-GENOME-0260699: 1-38,574 (+)

P HEIHESOL A KHED—CEH-EDHAE

uvig_159435:1-47,067 (+)

OB OES-ED L AKX KKX KK

MGV-GENOME-0315888: 1-38,970 (+)

P OE-HED U AR K H—CEE K

I —
IMGVR_UViG_3300010163_000058|3300010163|Ga0136175_10002810: 1-45,888 (+)

D O DO AR KKIKHD—HA

—
MGV-GENOME-0277883: 1-41,809 (+)

P O DA KKIKD—

IMGVR_UViG_3300045988_152965|3300045988|Ga0495776_110229: 1-41,532 (+)

2P O DMK KKAKD—HX

—
MGV-GENOME-0277060: 1-41,641 (+)

[ D O DO AR I KKIADHKK KK

—
MGV-GENOME-4409747: 1-34,638 (+)

2P O DD AR =KD

SAMEA1906427 _al ct50396 vs1:1-42,300 (+)

2P O DO AR KKK KK

—
MGV-GENOME-0237180: 1-34,747 (+)

D O DO KRR KKK

uvig_16247:1-33,625 (+)

P O DMK KKK A KD

MGV-GENOME-0231560: 1-31,699 (+)

2P O DD AR KKK

—
Shkoporov_2018 SRR6128050_ NODE_41 _length_42144 cov_54.166029: 1-42,144 (+)

[0 O DO ARG K —— T D

MGV-GENOME-0236077:1-30,019 (+)

P O DU AR KKK —— T KD

MGV-GENOME-0276135:1-29,992 (+)

OO OEIH DDA KX R KD

MGV-GENOME-4405370: 1-27,099 (+)

2P OFEIH SOOI KKK KK

uvig 29391:1-35,716 (+)

2 O DO KK

—
uvig 325238:1-41,184 (+)

0 O OO AR KK

\MG\/R,U\/iG,3300045988,0SO186|3300045%\GaO49S776,070900: 1-41,781(+)

2 O SOOI K= ——

—
MGV-GENOME-0278559: 1-41,949 (+)

P O ORI KK

—
MGV-GENOME-0277232:1-41,675 (+)

2 O DO AR =K

IMGVR_UViG_3300029712_000310|3300029712|Ga0245206_100198(61673-105156: 1-43,484 (+)

2 O DDA KK KK

SAMNO6164759_al_ct2960_vs1:1-35,997 (+)

I SOOI KK KK |

—
MGV-GENOME-0320392: 1-47,469 (+)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
I




