K DA KRR
A K KRR KT
MGV-GENOME-0131228:1-18,325 (+)
X K KA OO ICE TR e —=ad
I —

MGV-GENOME-0187219:1-25,803 (-)
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uvig_111986:1-25,360 (+)

K KK KK HEOCK O OcEaEEHTTTE D e KT

I I
IMGVR_UViG_2693429557_000019|2693429557|2693437016|21349-51784: 1-30,436 (-)

HO-COKETT O KOEAAKa
MGV-GENOME-0125817:1-17,777 (+)
R O KO KKK
KKK H K K KKK
KKK H —K K KRS
H OO KA
MGV-GENOME-0120307: 1-17,265 (-)
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=K KRR
MGV-GENOME-0119529: 1-17,203 (-)
X KK RO K KK KRR KT
TemPhD_cluster_65010: 1-19,178 (+)
N oo G GG G s aE
KKCETHO—CKEETTT O KKK
HOCKC O KK KKK
MGV-GENOME-0133568:1-18,575 (-)
<K___LK KKK HOKC O K KK KKK

MGV-GENOME-0133369: 1-18,554 (-)

DA KK KA HOAKE - O A EE-

MGV-GENOME-0191944:1-24,768 (+)

@@ K KA KO O KO E T KT

IMGVR_UViG_3300028976_000050|3300028976|Ga0169648_10038|63-35935: 1-35,873 (-)

[, ey I N S W G O ¢ KKK OO (O KA E KT

IMGVR_UViG_2588253787_000007|2588253787|2588273084(2-29965:1-29,964 (+)

KK KA KSR

MGV-GENOME-0159433:1-21,739 (+)

uvig_395221:1-15472 (-)

uvig_396008: 1-18,766 ()

uvig_224768:1-18,023 (-)

MGV-GENOME-0182362: 1-25,037 (+)

MGV-GENOME-0181251:1-21,673 (+)

TemPhD_cluster_65159:1-18,193 (+)

MGV-GENOME-0178250: 1-23,037 (+)

uvig_359822:1-17,611 (+)

MGV-GENOME-0150399:1-15,928 (-)
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IMGVR_UViG_2721755710_000003|2721755710|2721801310|1746740-1778852: 1-32,113 (-)

. N -~ @ EK e Cai@E@EE @D D HE

IMGVR_UViG_2585427737_000015|2585427737|2585454798(92161-123466:1-31,306 (-)
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