OTU_740:1-59,306 (+)

CHDIDDPRIRMONOIADON_ SDIDMMLWOMCAEMPORI-EL_ OHDDINL)

1
MGV-GENOME-0291514: 1-37,091 (+)

Y b I g D o 1 ) ) Y, i .

MGV-GENOME-0250037: 1-36,744 (-)

CHDIPMDPRDRMOMDIDO_ SDLDMAENDIMAEMPOIDA-MOL_ OHDOIRLb

MGV- GENOME 0265309:1-37,369 (+)

Y o Y I b o B g Y

MGV-GENOME-0248846: 1-35,440 (+)

MGV-GENOME-0305744: 1-46,269 (+)

CHOPDPRRNONDLADO_ SDEDME WO IDIDDRI-ICE_ PO

MG\/*GENIOME70263543: 1-37,712 (+)

CHOIPMDPRIRMOMOIDO_ SDCDMALMCINTDIDDRIN-ICL PO b

MGV-GENOME-0308382: 1-37,292 (-)

CHOIPDPRIRENONODO SOOI OMNOINTRDIDDRIN-DEh-DOIN DK

MGV- GENOME 0295570: 1-40, 498( )

MGV-GENOME-0319636: 1-44, 241( )

CHIDDIONONOONDOI_ CODIIMEWOMDIDIDDIMI-ICE_ OHDI_ >

MGV- GENOME 0277184:1-36,432 (+)

uvig_268538:1-51,471 (+)
}
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