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MGV-GENOME-0310955: 1-50,248 (+)

O DA KK

- —
MGV-GENOME-0311231:1-50,355 (+)

0 OMPDAHOEHHPDIMKRKIHCRAIEC KK DK

MGV-GENOME-0313586: 1-51,282 (+)

L OHDAEOCHOMDRPMAKCKR XK KR LI

- ——
uvig 162378:1-50,402 (+)

MGV-GENOME-0311502: 1-50,469 (+)

uvig 192079:1-52,343 (+)

uvig 241255:1-58,062 (+)

MGV-GENOME-0306452: 1-48,690 (+)

uvig 323119:1-47,697 (+)

O IEOECARKEDIEH KR HDKCK

—
MGV-GENOME-0317074:1-52,815 (+)

O H-OEHOERKEKHIE KD DK

—
SAMNO00792070_a1_ct95622 vs1:1-52,787 (+)

O HOAHOIDIMKKAAHIIEC K DK

—— -
MGV-GENOME-0308966: 1-49,537 (+)

O PR DMK DK

—
MGV-GENOME-0321883: 1-55,126 (+)

0 DDA KO-

-_— L
MGV-GENOME-0307148:1-48,916 (+)

20 MDA HAKIEC X -

-_— —_—
uvig_142626:1-48,828 (+)

—
MGV-GENOME-0320861:1-54,597 (+)

MGV-GENOME-0311929:1-50,630 (+)

L
uvig_330424: 1-54,384 (+)

—
uvig 117022:1-52,297 (+)

O M- BIHEDEA KD - K

— —_— —
MGV-GENOME-0315985:1-52,335 (+)

0 IHDEHIMPEIIAMKIDC KK K- K

- -_— — —
uvig 243591:1-50,375 (+)

O OH-D-E-DIDPBMKKAAHHIKIAE KX K

MGV-GENOME-0310108: 1—49?76 (+)
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