
SRS013879_a1_ct13035: 1-64,028 (+)

IMGVR_UViG_3300008607_000010|3300008607|Ga0111136_100019: 1-61,075 (+)

MGV-GENOME-0335637: 1-62,255 (+)

uvig_540132: 1-50,736 (+)

IMGVR_UViG_3300045988_076310|3300045988|Ga0495776_018069: 1-63,174 (+)

SAMEA2738138_b1_ct4: 1-63,119 (+)

SRS011115_a1_ct36609_vs1: 1-60,209 (+)

uvig_68547: 1-61,674 (+)

MGV-GENOME-0326386: 1-57,278 (+)

uvig_281119: 1-60,809 (+)

OTU_607: 1-61,963 (+)

OTU_548: 1-63,351 (+)

IMGVR_UViG_3300045988_063772|3300045988|Ga0495776_007866: 1-58,975 (+)

IMGVR_UViG_3300007996_000005|3300007996|Ga0111052_100166: 1-63,240 (+)

SRS019389_a1_ct19208: 1-63,161 (+)

Draper_2018_SRR6914068_NODE_1_length_60133_cov_72.581777: 1-60,133 (+)

IMGVR_UViG_3300022496_000010|3300022496|Ga0242632_10001: 1-61,242 (+)

MGV-GENOME-0332703: 1-60,524 (+)

uvig_576758: 1-59,558 (+)

MGV-GENOME-0307831: 1-49,155 (+)

MGV-GENOME-0299530: 1-46,499 (+)

MGV-GENOME-0318213: 1-53,310 (+)

uvig_138322: 1-52,317 (+)

MGV-GENOME-0310596: 1-50,121 (+)

SAMN09781745_a1_ct42750_vs1: 1-42,939 (+)

20000 nt

defence (PADLOC) AMR (AMRFinderPlus) tRNA


