O KKK KIEK [ e O = G N G ¢
MGV-GENOME-0127599: 1-17,963 (+)

B T p e e s o ¥ — - -aCKaa
uvig_546939: 1-16,402 (+)

KO- KAEK . HAC K KX
MGV-GENOME-0119228:1-17,176 (-

| Ve 1D € e —— - —
uvig_179645:1-21,233 (-)

DO KK S o O e I O
MGV-GENOME-0127113:1-17,911 (+)

OO KEK  HOC K X
MGV-GENOME-0119980: 1-17,237 (+)

KO- KKK O KX
MGV-GENOME-0128902: 1-18,091 (-)

OO KKK . HHC K I
MGV-GENOME-0130576: 1-18,253 (+)

A KIEEEE I
MGV-GENOME-0131302: 1-18,332 (-)

RO KKK S e O G G G ¢
MGV-GENOME-0164784: 1-22,468 (-)

K- KIEK K KX
MGV-GENOME-0125904: 1-17,786 (+)

A K S o O O X
MGV-GENOME-0136368: 1-18,877 (-)

A KIEK KKK
MGV-GENOME-0124903: 1-17,690 (-)

ORI KKEK [ o O o I X
MGV-GENOME-0189790: 1-24,279 (-)

FEERAHEHO-C KK [ o O o O KX
MGV-GENOME-0136618: 1-18,904 (-)

K HOX KK | O O ¢ K R

-
MGV-GENOME-0131659: 1-18,373 (+)

KO- KK S e O o N G G ¢ KA
MGV-GENOME-0148212: 1-20,259 ()

OO K KK ¢ A A
MGV-GENOME-0148128:1-20,249 (+)

X KKK KIEK KKK

uvig 191013:1-21,894 (+)

G- A KAEK ( K O

MGV-GENOME-0200889: 1-24,139 (-)

G- KAEK ( K KK

MGV-GENOME-0175574: 1-24,002 (-)

G-I KIEK

MGV-GENOME-0174477:1-23,841 (-)

GO KKEK K KX
MGV-GENOME-0177835: 1-24,342 (-)

GO KIEK S o O K
MGV-GENOME-0166367:1-22,695 (-)

OO KEK S o O o G G G ¢
MGV-GENOME-0164514:1-22,431 (-)

GO KX S o O o G S G ¢
MGV-GENOME-0180102: 1-24,682 (-)

CHOAH KD KIEX [ o O o G R G ¢
MGV-GENOME-0203692: 1-23,870 (-)

OO KEK S o O o G G G ¢
MGV-GENOME-0170252: 1-23,234 (-)

G-EAHOARCKAEX [ o O - G S G ¢
MGV-GENOME-0167097:1-22,787 (-)

AR KEK [ o O G S G ¢
MGV-GENOME-0174114: 1-23,786 (-)

G- KK [ o O o G G N ¢
MGV-GENOME-0167815:1-22,887 (-)

G- KEK K KX
MGV-GENOME-0167008: 1-22,776 (-)

HEEEKHKHAOAC KGEK S o O o G G G ¢
MGV-GENOME-0166223:1-22,675 (-)

KO KKEK KKK

MG\/'GENOME—OléSEN: 1-22,613 ()

OGO KAEK

MGV-GENOME-0177459: 1—24,2883

GO KO K

MGV-GENOME-0202908: 1-24,963 (-)

AKX KIEK K G KKK ]
MGV-GENOME-0135062: 1-18,736 (-)
A KAEK KK X HCKC KKK
MGV-GENOME-0135874: 1-18,823 (+)
KO KIEK S e O X KA
MGV-GENOME-0142711:1-19,598 (-)
CEERKKHD-AOCKAEK | O KX RO K
MGV-GENOME-0142532:1-19,578 (+)
OO0 KAEK K X KA K
MGV-GENOME-0155935: 1-19,408 (+)
KA KIEK [ o O R R G ¢ KA
MGV-GENOME-0150272: 1-18,442 (-)
—CE KOO0 KEX O (O RO K
MGV-GENOME-0153060: 1-20,902 (-)
CERKAEHOA KKK  HOHKC K G HORKC ]
MGV-GENOME-0132927: 1-18,508 (-)
KK KKEK | O = G G G ¢ KA
MGV-GENOME-0131006: 1-18,299 (+)
SO0 KIEK K K K]
MGV-GENOME-0125127:1-17,710 (+)
RO KK . HOC K O HORKC K
MGV-GENOME-0129720: 1-18,168 (-)
KO KIKEK | e O = G G G ¢ KA ]
MGV-GENOME-0121500: 1-17,372 (+)
AKX O o Ol e G I KK CKKET
MGV-GENOME-0131324:1-18,334 (+)
ORI KEX | = O O K KA K
MGV-GENOME-0132557: 1-18,466 (+)
KO KAEK K (O KKK X
MGV-GENOME-0169891: 1-21,884 (-)
KA KEK KO K X U G G G O G
MGV-GENOME-0155952: 1-21,281 (-)
KA KK L KX HCKC KKK KX
MGV-GENOME-0159065: 1-21,690 (-)
OO IAEK K K HCKCKCKKK KX K
MGV-GENOME-0150259: 1-20,524 (-)
A KAEX HHC K ( HCKC KKK X (
MGV-GENOME-0151004: 1-20,622 (-)
— AR DO- KX K X KA K
uvig_194730: 1-24,900 (-)
@A K& KK O KKK X
MGV-GENOME-0158334:1-21,599 (-)
KK KAEX K O HCKC KKK A
MGV-GENOME-0177935: 1-21,760 (-)
AKX K X HCKC AKX X
MGV-GENOME-0154642:1-21,106 (-)
HKHOCKC KIEK K K R
MGV-GENOME-0114997: 1-16,809 (-)
GO KIEK KK K KA
MGV-GENOME-0112812: 1-16,629 ()
EHOAK KKK KKK KKK ]
MGV-GENOME-0117963:1-17,071 (-)
GO KA KK K R KT
MGV-GENOME-0127586:1-17,961 (+)
OO KIEK O K K HCORC A K
MGV-GENOME-0122810: 1-17,490 (-)
A KIEK [ e O G R G ¢ K
MGV-GENOME-0126383:1-17,841 (-)
SO KK K X FORKCKK K
MGV-GENOME-0120770: 1-17,308 (-)
OO0 K&K HOHC K K KT
MGV-GENOME-0134688: 1-18,697 (-)
GO KIEK O e O R O ¢ A
MGV-GENOME-0114721:1-16,785 (+)
OO KAEK S o O o O I RO K
MGV-GENOME-0128499: 1-18,052 (+)
HRHOAACKAEK S o O o O X HORKC KA
MGV-GENOME-0119585: 1-17,207 (+)
SHEHOAC KEK [ o O N G ¢ A
MGV-GENOME-0123030: 1-17,508 (-)
KD KIEK K X RO 1@
MGV-GENOME-0151039: 1-19,842 (+)
RO KIEK O e O o G G HCOKC A K
MGV-GENOME-0139580: 1-19,236 (+)
HHOCAKKKEK K HORC K KX O
MGV-GENOME-0127341:1-17,936 (-)
DA KOEK K X KKK X
MGV-GENOME-0156582: 1-21,362 (-)
CERHHOAEKEK [ = O = O KX R
MGV-GENOME-0152891: 1-20,879 (-)
| O G O ¢ 2O G G W G
MGV-GENOME-0121757:1-17,394 (+)
HOC X X R K
MGV-GENOME-0114715:1-16,785 (-)
HOC K X R
MGV-GENOME-4327684:1-16,289 (+)
HOC K X HCKC KKK X ( |
MGV-GENOME-0143167: 1-19,650 (-)
OO KAEK K K HCKCKCKKK KX S
MGV-GENOME-0142261: 1-19,544 (-)
HOHC K X KKK X G
MGV-GENOME-0139757: 1-19,255 (-)
HOC K G HCKCKACKK A K \
MGV-GENOME-0141340:1-19,437 (-)
GO KK K G KA K
MGV-GENOME-0137327:1-18,982 (+)
AR KK L X K]
MGV-GENOME-0135033: 1-18,733 (-)
G- KEK K X HCORKCKCKKK KX
MGV-GENOME-0174607: 1-23,858 (-)
GO O-ACKEK S o O o I I KKK A
MGV-GENOME-0173404: 1-23,684 (-)
OO KIE O K X HCKC KKK X
MGV-GENOME-0173202: 1-23,654 (-)
OO KEK CHOC K I KKK X
MGV-GENOME-0173186: 1-23,294 (-)
ORI KIEK KK G HKC AKX =
MGV-GENOME-0168653: 1-23,007 (-)
RO KIEK . HOC K X HCKC KKK X
MGV-GENOME-0164464:1-22,425 (-)
AR KIEK [ o O o G I HCKCKCKKK X
MGV-GENOME-0161597:1-22,033 (-)
OO RO KEK O K O HCKC KKK KX

MGV-GENOME-0177233:1-24,257 (-)

AR KAEK

MGV-GENOME-0175429: 1-23977(-)

GO0

3

O K

MGV-GENOME-0158319:1-21,596 (-)

DA KIKEK

K

HCHC K

MG\/'GE/\TJME'OMSSO& 1-21,221(-)
MGV-GENOME-0176734:1-24,180 (-)

MGV-GENOME-0178738:1-24.477 (-)

MGV-GENOME-0163045: 1-22,223 (-)

GO0 DO 0@ O X

GO0 o@ETT - X

CENIDO8C 0@ O X fale e e e e
( X <000y

GO K&K

MGV-GENOME-0151649:1-20,714 (-)

K
K I HCCKKKKK S K
MGV-GENOME-0149717: 1-20,456 (-)
GO KK S e O o R G G ¢ HCC KKK KX K
MGV-GENOME-0152257: 1-20,793 ()
| Ol o G R G R KKK KX K
MGV-GENOME-0149759: 1-20,461 (-)
KK HC AKX A K
MGV-GENOME-0148393: 1-20,283 (-)
K G HCKCKKXXKK X
MGV-GENOME-0159570: 1-21,756 (-)
DA KKK K (K KKK KX K
uvig 487412:1-21,052 (-)
QAKX G X KOO0
MGV-GENOME-0163888: 1-22,345 (-)
GO KEK KK X R KX
MGV-GENOME-0163931:1-22,351 (-)
GO KK K I KKK X K
MGV-GENOME-0151726:1-20,725 (-)
K K HCKCKKKKK (. K
MGV-GENOME-0148041: 1-20,237 (-)
GO K& K KK KK KKK = K
MGV-GENOME-0153320: 1-20,934 (-)
OO KIEK K K KKK I K
MGV-GENOME-0149467: 1-20,424 (-)
K X HCOC KKK KX K
MGV-GENOME-0150882: 1-20,608 (-)
A KO KAEK K KK
MGV-GENOME-0198401: 1-27,693 (-)
GO KAEK S O = G G G { R K
MGV-GENOME-0161214:1-21,981 (-)
KK KA
MGV-GENOME-0118640: 1-17,128 (-)
K G KKK
MGV-GENOME-0111162:1-16,495 (-)
O K& | o O o G G HCRCKA A
MGV-GENOME-0112484: 1-16,602 (+)
| o O G I 1A
MGV-GENOME-0117993:1-17,074 (+)
HOCKKC_ KKK K (K K
uvig_410807:1-22,789 (+)
| o O o G K K
MGV-GENOME-0122960: 1-17,502 (-)
—CRHKHEC KX KKK (K R 1A
MGV-GENOME-0170154:1-21,254 (-)
KA K&K [ O o G R G ¢ KT
MGV-GENOME-0148253:1-20,265 (+)
KOO KA S e O (X O O @ G O S
MGV-GENOME-0155789:1-21,258 (-)
R KX KK K HCC KKK KX K
MGV-GENOME-0152033: 1-20,763 (-)
KK KK KK KX X K \
MGV-GENOME-0140270: 1-19,314 (-)
RO KKEK KX K KA OE
MGV-GENOME-0134028: 1-18,622 (+)
CRHEOAACIAEK ( <K ( K AET
MGV-GENOME-0121592:1-17,380 (-)
RO KAEK KK G HCKC XK
MGV-GENOME-0124925:1-17,692 (-)
HEHO-OC KA K (K CCAAE
MGV-GENOME-0118886:1-17,148 (+)
CHO-C KK K K HCRCKAAET
MGV-GENOME-0111081:1-16,488 (-)
CHHOAEC K KKK A
MGV-GENOME-0124433: 1-17,645 (+)
AR KE I KK KT
MGV-GENOME-0141362:1-19,439 ()
DDA KIEK KKK (K K3
MGV-GENOME-0159524: 1-20,407 (+)
KRGO KIEK KO K KK KK OET
MGV-GENOME-0131792: 1-18,388 (+)
HEHOMAGC KK K (K HC XXX
MGV-GENOME-4326204:1-16,171 ()
TR KIEK KK X

MGV-GENOME-0178972:1-24,5 52 (+)

AKX

n
MGV-GENOME-0166646:1-22,731 (-)

DK O

K

MGV-GENOME-0139000: 1-19,169 (-)

KKK KIEK

MGV-GENOME-0177886: 1-24,349 (7

KK

MGV-GENOME-0168049: 1-22,921 (-)

A AE- OO0 KIEK

MGV-GENOME-0181479:1-24,893 (-)

AKX

MGV-GENOME-0174323:1-23,815 (-)

AACAAACKAMHOACAEK 3

MGV-GENOME-0174688: 1-23869 (1)

A KIEK SN o O X
MGV-GENOME-0136342: 1-18,875 (-)

KK S o O = G G G ¢
MGV-GENOME-0161672: 1-22,043 (-)
AR KEK KK KK
MGV-GENOME-0173109: 1-23,638 (-)
AAEAACERKHKHO R KEK CKC KK X
MGV-GENOME-0171648: 1-23,430 (-)
AR HHD- AKX O o O o G N
MGV-GENOME-0152007: 1-20,758 (+)
O KIEKEREK O X K KA ]

MGV-GENOME-0114308: 1-16,753 (+)

H oL P OO O KD K ¢

uvig_467126:1-29,000 (+)

G AR KK

WG\/—GENOME70174638: 1-23,863 (+)

S o O o G G

ACERAECEEEKEO-AACAEK

MGV-GENOME-0179982: 1-24,664 (-)

@A AR KIEK

MGV-GENOME-0159097: 1-21,696 (+)

MGV-GENOME-0161157:1-21,972 (-)

GHEHO-ACKAEK

AKX
K

MGVEENOME—OMMOAW: 1-19,754(-)

é

-
MGV-GENOME-0176892: 1-24,205 (-)

K
S o O
KX

K

K

MGV-GENOME-0122044: 1-17,420 (-)

K

K

MGV-GENOME-0121799:1-17,398 (-)

K

MGV-GENOME-0129975:1-18,193 (-)

K

K

S
K

K

MGV-GENOME-0129436:1-16,938 (-)

G- OAEEETKIEK

MGV-GENOME-0175034: 1-23,918 (-)

KKK

=

MG\/'GENOME—OT64556: 1-22,436 (+)

HEKEETTTKEK

(

K

MEV—GENOME—0113040: 1-16,648 (-)

D=0

K

o G §

MGV-GENOME-0113333:1-16,673 (-)

E-AEHDEOERC KA

MG\/'G[NOM[—OZMSSZ: 1-19.794 ()

K
KK KK

I

O

MGV-GENOME-0136161:1-18,853 (-)

10000 nt
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I




