
SRS148511_a1_ct19787_vs01: 1-34,912 (+)

SAMEA2737828_a1_ct14811_vs1: 1-36,458 (+)

Ma_2019_SRR413582_NODE_488_length_27539_cov_5.268229: 1-27,539 (+)

uvig_225714: 1-37,069 (+)

MGV-GENOME-0227589: 1-32,853 (+)

uvig_544137: 1-49,218 (+)

uvig_564387: 1-45,759 (+)

SAMN00791937_a1_ct2208_vs1: 1-43,550 (+)

uvig_280706: 1-36,849 (+)

uvig_392344: 1-37,900 (+)

MGV-GENOME-0259294: 1-38,323 (+)

uvig_567665: 1-40,434 (+)

MGV-GENOME-0232528: 1-33,813 (+)

IMGVR_UViG_3300023502_000016|3300023502|Ga0257054_100616: 1-43,793 (+)

MGV-GENOME-0199080: 1-27,810 (+)

uvig_481959: 1-41,004 (+)

MGV-GENOME-0273777: 1-36,167 (+)

uvig_539726: 1-34,043 (+)

ivig_3812: 1-32,467 (+)

MGV-GENOME-0212797: 1-30,247 (+)

MGV-GENOME-0237502: 1-26,544 (+)

MGV-GENOME-0197516: 1-27,534 (+)

MGV-GENOME-0182985: 1-25,133 (+)

MGV-GENOME-0193294: 1-26,799 (+)

MGV-GENOME-0192270: 1-26,629 (+)

10000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


