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MGV-GENOME-0217920: 1-31,186 (+)

MGV-GENOME-0188647:1-26,025 (+)

| DO CEDEADN )

SRS077384_al _ct7242 vs1:1-32,632 (+)
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MGV-GENOME-0313562:1-29,415 (+)
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IMGVR_UViG_3300045988_132012|3300045988|Ga0495776_061333: 1-32,945 (+)
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MGV-GENOME-0228096: 1-32,945 (+)
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MGV-GENOME-0214670: 1-30,600 (+)
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IMGVR_UViG_3300045988_146596|3300045988|Ga0495776_060894: 1-32,803 (+)
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MGV-GENOME-0199829: 1-27,944 (+)
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MGV-GENOME-0231210: 1-33,557 (+)
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IMGVR_UViG_3300045988_109928|3300045988|Ga0495776_145575: 1-33,557 (+)
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IMGVR_UViG_3300008280_000018|3300008280|Ga0114267_100154: 1-31,783 (+)
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TemPhD_cluster_62740_:1-33,574 (+)
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SRS147887_al ct90130_vs1:1-32,441 (+)
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IMGVR_UViG_3300045988_109028|3300045988|Ga0495776_119204: 1-31,912 (+)
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SRS017713_al_ct20420_vs1:1-27,712 (+)
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IMGVR_UViG_3300007124_000002|3300007124|Ga0102685_100415: 1-32,396 (+)

SRS023926_al _ct29627 vs1:1-30,023 (+)
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MGV-GENOME-0249437: 1-36,145 (+)
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uvig 370923:1-34,562 (+)
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IMGVR_UViG_3300045988_118462|3300045988|Ga0495776_145907: 1-35,146 (+)
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MGV-GENOME-0246723:1-35,146 (+)
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IMGVR_UViG_3300008283_000232|3300008283|Ga0110914_100261|10918-43164: 1-32,247 (+)
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MGV-GENOME-0266782:1-29,491 (+)
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IMGVR_UViG_3300008143_000030|3300008143|Ga0114287_100387: 1-30,165 (+)
k 10000 nt {
defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tmRNA pseudogene




