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MGV-GENOME-0195488:1-27,172 (+)
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uvig 5649583:1-26,829 (+)
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MGV-GENOME-0188020: 1-25,928 (+)
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uvig_489651_:1-26,886 (+)
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SAMEA2737773_b1 ct17 vs2:1-31,429 (+)
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SAMEA2737835_b1 _ct14 vs2:1-31,273 (+)

SAMNO05414916_a1_ct11603: 1-28,890 (+)

uvig 412145:1-29,653 (+)

uvig_180201: 1-33,753 (+)
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uvig_391404:1-33,795 (+)
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uvig_451560:1-27,350 (+)
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uvig_34018:1-41,388 (-)

uvig_390819:1-42,190 (-)

IMGVR_UViG_3300035646_000131|3300035646|Ga0134425_00142|1-34080: 1-34,080 (+)

IMGVR_UViG_3300035644_000203|3300035644|Ga0134398_00250[23649-55371:1-31,723 (+)

Ma_2019_SRR413623 NODE_716_length_35618_cov_3.485758:1-35,618 (+)

uvig_191814:1-28,856 (+)
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uvig_382692:1-29,442 (+)

SAMEA2737717 _al_ct43114 vs1:1-30,900 (+)
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uvig_246849:1-31,955 (+)
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uvig 253887:1-36,913 ()

uvig 216420: 1-45,416 (-)
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