
IMGVR_UViG_3300045988_087789|3300045988|Ga0495776_012849: 1-44,566 (+)

IMGVR_UViG_3300029733_000012|3300029733|Ga0245176_100442: 1-44,492 (+)

SRS098514_a1_ct10174_vs1: 1-45,060 (+)

IMGVR_UViG_3300029724_000160|3300029724|Ga0245182_100461|1-44950: 1-44,950 (+)

SAMN11893721_a1_ct532285: 1-44,432 (+)

IMGVR_UViG_3300029745_000296|3300029745|Ga0245251_100598|13377-57438: 1-44,062 (+)

IMGVR_UViG_3300014956_000080|3300014956|Ga0134434_1000288: 1-45,086 (+)

IMGVR_UViG_3300029494_000008|3300029494|Ga0244011_1000822: 1-44,054 (+)

IMGVR_UViG_3300029727_000192|3300029727|Ga0245198_100535|11430-55469: 1-44,040 (+)

IMGVR_UViG_3300029707_000384|3300029707|Ga0245244_100284|31519-73766: 1-42,248 (+)

IMGVR_UViG_3300029736_000303|3300029736|Ga0245186_100159|70282-112526: 1-42,245 (+)

IMGVR_UViG_3300045988_076841|3300045988|Ga0495776_099722: 1-44,027 (+)

OTU_1494: 1-43,856 (+)

IMGVR_UViG_2788500398_000004|2788500398|2788564020|6632-47367: 1-40,736 (+)

MGV-GENOME-0275145: 1-41,261 (+)

MGV-GENOME-4420707: 1-43,961 (+)

IMGVR_UViG_3300045988_057542|3300045988|Ga0495776_010055: 1-43,961 (+)

MGV-GENOME-0293501: 1-45,048 (+)

MGV-GENOME-0301279: 1-42,061 (+)

SAMN06164910_a1_ct23997_vs1: 1-40,626 (-)

Kang_0019_ST001_A_NODE_39_length_39237_cov_15.768031: 1-39,237 (+)

IMGVR_UViG_3300045988_050361|3300045988|Ga0495776_184634: 1-42,058 (+)

MGV-GENOME-0270013: 1-40,271 (+)

uvig_567262: 1-50,918 (+)

SAMEA1906495_a1_ct279199_vs1: 1-38,992 (+)

20000 nt

defence (PADLOC)


