
MGV-GENOME-0316203: 1-52,423 (+)

IMGVR_UViG_3300045988_112931|3300045988|Ga0495776_114361: 1-52,423 (+)

MGV-GENOME-0275389: 1-41,306 (+)

IMGVR_UViG_2849638166_000001|2849638166|2849638177|169711-230997: 1-61,287 (+)

IMGVR_UViG_3300006258_000188|3300006258|Ga0099398_100027|35675-96961: 1-61,287 (+)

SAMEA2580210_a1_ct8401_vs1: 1-63,700 (+)

MGV-GENOME-0345388: 1-61,795 (+)

IMGVR_UViG_2849599660_000002|2849599660|2849599682|169636-229543: 1-59,908 (+)

IMGVR_UViG_2811995281_000003|2811995281|2812085784|162200-222837: 1-60,638 (+)

IMGVR_UViG_3300008497_000224|3300008497|Ga0111011_100018|43-59495: 1-59,453 (+)

ivig_1859: 1-71,473 (+)

IMGVR_UViG_3300008728_000366|3300008728|Ga0115675_100307|2-62164: 1-62,163 (+)

MGV-GENOME-0306187: 1-48,608 (+)

MGV-GENOME-0295905: 1-45,606 (+)

MGV-GENOME-0284793: 1-41,505 (+)

MGV-GENOME-0330002: 1-52,905 (+)

ivig_1813: 1-57,524 (+)

IMGVR_UViG_2857903310_000002|2857903310|2857903312|20143-75818: 1-55,676 (+)

IMGVR_UViG_3300008622_000371|3300008622|Ga0111363_100032|45924-104145: 1-58,222 (+)

TemPhD_cluster_46105: 1-60,696 (+)

IMGVR_UViG_2921101260_000005|2921101260|2921101270|153916-212627: 1-58,712 (+)

IMGVR_UViG_2921086983_000005|2921086983|2921086994|205402-264115: 1-58,714 (+)

IMGVR_UViG_3300029471_000171|3300029471|Ga0244196_100006|163481-222053: 1-58,573 (+)

uvig_227387: 1-80,625 (+)

uvig_292752: 1-74,474 (+)

30000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


