MGV-GENOME-0312253: 1-50,745 (+)

[ OEOEODRORIEEOH DI 0T XAAH ODDIK KK

MGV-GENOME-0311886: 1-50,609 (+)

OO ODRORICPOH 000D XIAH DX

K

MGV-GENOME-0309897: 1-49,904 (+)

OO DRI 000E XA DO KK

SAMN11031411_al_ct3583:1-49,451 (+)

DO OHDDACKCKKEDMHDOMDDROIOMID

NC_054894.1: 1-49,526 (+)

[ OO ODWEREEDO- 000D XA ODDK KK

uvig_418735:1-50,470 (+)

OO ODRORIEEOHTT0DR DD XA DK KK

SAMNO5826549_al_ct53962_vs1:1-50,433 (+)

COEBOEODRORIEO- TR0 DA ODODK KK

uvig 427373:1-50,469 (+)

DO OWED-EC KECSKKH—EMMD DN DIONDIHIDD
DO WD KKK NIONDIHID
DOMDIL WD KKK RORDIMIDD

MGV-GENOME-0221082:1-31,736 (+)

COEOEODRORIEEO- 00T XAKH ODDDAREK

KT

DOMIDIDE MDD KCH—DOMBPIMDIOMIONDIN D

MGV-GENOME-0317710: 1-53,086 (+)

COEOEODBORIEOHHTTTDO0DE  OAKH DDDAKK

MGV-GENOME-0315413:1-52,086 (+)

DOMOIM MDD KACKA—DIMDICIINOMIONDINIDD

OO OPBIORIEOH 00D XA OPDDAIEK

SAMNO09781749_al _ct29856 vs1:1-51,597 (+)

DOMLPIDL DDA KKCKKK—LOMDHIIIHOMONDMHID

OO ODRORIEEO- 0D XA DDA

DOV MDD KKK ODNDAOMI-DINOWDIHIDD

uvig 581698:1-51,618 (+)

[ OEOEOPRIORIEOH 00D A DDA

Rampelli_SM_18_NODE_190_length_51550_cov_6.297194:1-51,550 (+)

OO DBONICOHE2p000E AR DDA

uvig_365653:1-51,550 (+)

C OO0 A OPDAIEK K DOIDIDE WD KKK DDINDPIDIDIOMIONDID

uvig 343542:1-41,134 (+)

uvig 342902:1-28,898 (+)

OO DRORCEOH- U0 X ODDIX KK

SAMN11031437_al_ct263:1-49,709 (+)

uvig_420340:1-38,932 (+)

OO ODRORIEPO- D00 X ODODAREK

uvig 345704:1-52,465 (+)

COEOEDROMOOOHETTDDU00E X} OPDMAEK

K

DOMPIL D KRCKURE—DMDMHOMIOMDINIDD

uvig 344107:1-52,080 (+)

C OO DDORIDDOHTD00DE X DDA

KK

DOMPDL DD KKRCKIDMDROMIIDNOMIDEDINIDD

MGV-GENOME-0315557:1-52,144 (+)

COEOEODRORIEPO- D00 X ODODAREK

K

DOMPDL D KK KKUU—DHDAOMINOMIODINIDL

uvig 353248:1-52,179 (+)

COEBOEODRORCO - TN O ODDAREK

]I

DI OHED-EKKKHDMMOMIDWIAND

MGV-GENOME-0307055: 1-48,887 (+)
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