Station158_DCM_ALL_assembly_ NODE_3577_length_21335_cov_25.627961:1-21,335 (+)

Station209_MES_ALL_assembly_ NODE_5841_length_16426_cov_11.868182:1-16,426 (+)

Station210_SUR_ALL_assembly_NODE_4506_length_23767_cov_31.692139:1-23,767 (-)

Station158_MES_ALL assembly NODE_3536_length_22048_cov_21.005866: 1-22,048 (-)
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Station193_SUR_ALL_assembly_ NODE_1988_length_21446_cov_10.876023: 1-21,446 (-)

¢ O G G XK K KKK X

Station210_SUR_ALL assembly NODE_5145_length 21694 _cov_32.229770:1-21,694 (+)

{ O N G KKK C ORI K

Station188_DCM_ALL assembly NODE_2789_length_22633_cov_21.474400: 1-22,633 (-)
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Station102_DCM_ALL_assembly NODE_868_length_22964 _cov_10.712558: 1-22,964 (-)
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Station155_DCM_ALL_assembly_ NODE_7491_length_11737_cov_10.480568: 1-11,737 (+)

K

Station188_DCM_ALL _assembly_ NODE_3076_length_21062_cov_26.519589:1-21,062 (-)
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Station173_DCM_ALL_assembly_NODE_7346_length_14932_cov_6.820999: 1-14,932 (+)

KX X XK K K KK K

Station78_MES_DO_NOT_POOL_NODE_3118_length_16138_cov_6.531742:1-16,138 (+)
)
Station191_SUR_ALL assembly_ NODE_1534 length_20007_cov_8.104952: 1-20,007 (+)

Station206_SUR_ALL assembly NODE_4132_length 15264 cov_57.211717:1-15264 (+)

Station196_SUR_ALL assembly NODE 2769 length 17397 cov_21.181179:1-17,397 (+)
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Station210_SUR_ALL_assembly_ NODE_6480_length_18120_cov_89.331414:1-18,120 (-)

Station158_DCM_ALL assembly_ NODE_5727_length_14731_cov_13.862905:1-14,731 (-

XK I K KKK KK

Station201_MES_ALL_assembly_ NODE_2148 length_23112_cov_16.551806:1-23,112 (+)
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Station205_MES_ALL_assembly_NODE_2036é_length_22884 cov_50.949801: 1-22,884 (+)

Station206_MES_ALL_assembly_ NODE_4025_length_20914_cov_89.489045: 1-20,914 (-)

I K KKK KKK

Station158_SUR_ALL_assembly_NODE_4163_length_21524 cov_13.666216:1-21,524 (-)
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Station188_SUR_ALL assembly NODE 3670_length 17869 _cov_7.657797:1-17,869 (+)

Station196_SUR_ALL assembly_ NODE_2306_length_19721 _cov_22.908166:1-19,721 (+)

Station194_SUR_ALL_assembly_ NODE_1609_length_22770_cov_17.693903: 1-22,770 (+)

Station191_SUR_ALL_assembly_NODE_1137_length_23921_cov_23.041146:1-23,921(-)
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