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TemPhD_cluster_52351: 1-30,822 (+)
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TemPhD_cluster_52456: 1-30,279 (+)
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TemPhD_cluster_13032: 1-30,277 (+)
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TemPhD_cluster_25004: 1-30,820 (+)

|

TemPhD_cluster_38325: 1-28,920 (+)
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TemPhD_cluster_63780: 1-29,093 (-)
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TemPhD_cluster_33909: 1-29,603 (+)

@

TemPhD_cluster_33910: 1-29,592 (+)
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TemPhD_cluster_63683: 1-29,592 (+)
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TemPhD_cluster_33889:1-30,194 (+)
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TemPhD_cluster_63996:1-27,820 (+)
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TemPhD_cluster_64080: 1-26,988 (+)
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TemPhD_cluster_63978:1-27,953 (+)
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TemPhD_cluster_63854: 1-28,685 (+)
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TemPhD_cluster_20740: 1-28,685 (+)
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TemPhD_cluster_63821:1-28,899 (-)
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TemPhD_cluster_63843: 1-28,704 (+)
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TemPhD_cluster_63960: 1-28,096 (+)
I IV, B B G H O T HUREODEOCC o O o DK CHDEIDNEND

TemPhD_cluster_63998:1-27,768 (+)
DD —DC KCHDDIDEEDEDE OO < X D ED))DD)D NI D D
TemPhD_cluster_63898:1-28,479 (-)
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TemPhD_cluster_44515:1-28,479 (+)
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TemPhD_cluster_63777:1-29,059 (-)

PO & CHEIDIIEPE OO KX D)D) DI DD D
TemPhD_cluster_63840: 1-28,649 (+)
TemPhD_cluster_62680_: 1-33,890 (+)
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TemPhD_cluster_63958: 1-28,096 (+)
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