
IMGVR_UViG_3300045988_073489|3300045988|Ga0495776_026712: 1-56,123 (+)

uvig_244484: 1-50,901 (+)

Ma_2019_SRR341649_NODE_219_length_55876_cov_2.118468: 1-55,876 (+)

SRS144759_a1_ct3584: 1-60,016 (+)

IMGVR_UViG_3300028538_000031|3300028538|Ga0307841_1071: 1-60,091 (+)

IMGVR_UViG_3300006245_000001|3300006245|Ga0099369_100007: 1-61,066 (+)

IMGVR_UViG_3300006459_000006|3300006459|Ga0100222_100102: 1-60,041 (+)

SAMEA2738138_b1_ct2: 1-60,934 (+)

MGV-GENOME-0331937: 1-60,116 (+)

SRS017757_a1_ct51471_vs01: 1-60,038 (+)

IMGVR_UViG_3300045988_091217|3300045988|Ga0495776_007677: 1-59,558 (+)

MGV-GENOME-0331280: 1-59,747 (+)

Norman_78_NODE_2_length_60437_cov_56.745321: 1-60,437 (+)

IMGVR_UViG_3300008524_000001|3300008524|Ga0111046_100087: 1-58,544 (+)

MGV-GENOME-0332982: 1-60,687 (+)

IMGVR_UViG_3300045988_166944|3300045988|Ga0495776_007736: 1-59,806 (+)

MGV-GENOME-0317547: 1-53,023 (+)

MGV-GENOME-0323645: 1-55,977 (+)

Ma_2019_SRR413705_NODE_203_length_60728_cov_4.951395: 1-60,728 (+)

SAMN00792050_a1_ct57218_vs1: 1-58,582 (+)

IMGVR_UViG_3300045988_119195|3300045988|Ga0495776_007750: 1-59,879 (+)

SAMEA2738149_b1_ct3: 1-59,775 (+)

SRS042691_a1_ct8042: 1-58,901 (+)

IMGVR_UViG_3300008153_000007|3300008153|Ga0114320_1000086: 1-57,107 (+)

IMGVR_UViG_3300008346_000005|3300008346|Ga0115410_100119: 1-57,481 (+)
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