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uvig 481176:1-22,034 (+)

Han_2018_ERR1398192 NODE_655_length_20849_cov_20.113735: 1-20,849 (+)
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EO-HEO—/—D0—DL0D{O
- HEOETH-PED-OD

\ ) L D D D
MGV-GENOME-0169828: 1-23,175 (+)
\ A
SAMNO01112480 a1 ct35033 vs1:1-21,321 (+)
\ D DD
MGV-GENOME-0168668: 1-23,009 (+)
L D DD D DD D B DDA
uvig_539004:1-21,119 (+)
\ D D D
MGV-GENOME-0190193: 1-26,286 (+)
\ O O
MGV-GENOME-0189503: 1-26,171 (+)
\ D D
MGV-GENOME-0191848: 1-26,558 (+)
\ D D D
MGV-GENOME-0175382: 1-23,972 (+)
\ ) L o U0
uvig_67862:1-25,570 (+)
C O U0
uvig_394942:1-22,992 (+)
C D D D
uvig 370249:1-26,217 (+)
\ D, DD D,
MGV-GENOME-0179905: 1-24,650 (+)
\ VD DD D JEDVEED EDD ) I
MGV-GENOME-0170042: 1-23,206 (+)
\ VD DD D
MGV-GENOME-0204713: 1-28,819 (+)
\ ) L D DD DD
MGV-GENOME-0175524:1-23,994 (+)
D DD D DD DA,
uvig 287930: 1-25,764 (+)
\ ) L VD DD D
SAMNO00792037_al _ct15965 vs1:1-27,613 (+)
\ ) L OO 00 DD B! )
MGV-GENOME-0198013: 1-27,623 (+)
O U
uvig_370427:1-23,809 (+)
O 0 YD) D DD L
uvig 215638:1-30,784 (+)
\ ) L VD DD DD DD D DD L
MGV-GENOME-0208353: 1-29,453 (+)
O 0 D) D B ) I

uvig_300310:1-30,903 (+)
}
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