
SAMEA2738120_b1_ct5: 1-66,816 (+)

IMGVR_UViG_3300045988_087293|3300045988|Ga0495776_009360: 1-66,871 (+)

OTU_473: 1-66,903 (+)

SRS017209_a1_ct11234: 1-67,131 (+)

IMGVR_UViG_3300007295_000001|3300007295|Ga0104867_1000098: 1-67,227 (+)

IMGVR_UViG_7000000195_000011|7000000195|SRS017209_Baylor_scaffold_10929: 1-67,137 (+)

IMGVR_UViG_3300008742_000002|3300008742|Ga0115672_100068: 1-66,330 (+)

IMGVR_UViG_3300007315_000003|3300007315|Ga0104930_100078: 1-66,905 (+)

IMGVR_UViG_3300008153_000003|3300008153|Ga0114320_1000068: 1-67,155 (+)

SRS011140_a1_ct12552: 1-67,076 (+)

IMGVR_UViG_3300007220_000020|3300007220|Ga0104054_100230: 1-66,565 (+)

IMGVR_UViG_3300008537_000003|3300008537|Ga0111051_100181: 1-67,141 (+)

IMGVR_UViG_3300028515_000055|3300028515|Ga0307824_1063: 1-66,187 (+)

IMGVR_UViG_3300008136_000022|3300008136|Ga0113979_100257: 1-61,822 (+)

OTU_891: 1-55,447 (+)

IMGVR_UViG_3300008639_000002|3300008639|Ga0115685_1000145: 1-66,105 (+)

IMGVR_UViG_3300008575_000022|3300008575|Ga0111079_100195: 1-64,700 (+)

IMGVR_UViG_3300008660_000008|3300008660|Ga0111492_100036: 1-64,410 (+)

IMGVR_UViG_3300007728_000008|3300007728|Ga0105754_1000025: 1-67,999 (+)

SRS100027_a1_ct12730: 1-66,368 (+)

SAMEA2738172_b1_ct5: 1-67,243 (+)

MGV-GENOME-0341809: 1-67,298 (+)

MGV-GENOME-0340682: 1-66,149 (+)

MGV-GENOME-0341619: 1-67,094 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


