O
O

MGV-GENOME-0346387:1-63,252 (+)

O K

uvig 182772:1-64,595 (+)

I

O K

MGV-GENOME-0337486:1-63,597 (+)

O K

MGV-GENOME-0341920: 1-63,819 (+)

O K
O

MGV-GENOME-0339744: 1-65,335 (+)

O K

MGV-GENOME-0336195:1-62,636 (+)

O K

O K

MGV-GENOME-0345214:1-61,433 (+)

O K
O K

MGV-GENOME-0331100: 1-59,656 (+)

O K

uvig_539128:1-66,079 (+)

MGV-GENOME-0321171:1-48,134 (+)

O K

MGV-GENOME-0343751:1-60,500 (+)

O K

MGV-GENOME-0362847: 1-55,880 (+)

O K

MGV-GENOME-0321231:1-54,779 (+)

O K

MGV-GENOME-0360414: 1-56,546 (+)

O K

MGV-GENOME-0345838: 1-57,584 (+)

O K

MGV-GENOME-0320158: 1-54,242 (+)

O K

MGV-GENOME-0335449: 1-54,444 (+)

COKK

MGV-GENOME-0328843: 1-58,434 (+)

O K

uvig_323220:1-70,797 (+)

O X
O K

IMGVR_UViG_3300029530_000131|3300029530|Ga0244962_100202(9738-75991: 1-66,254 (+)

O K CA-THIMICPODOMRMDINA AR KKK KD

MGV-GENOME-0344776:1-60,457 (+)

O K

MGV-GENOME-0344297:1-59,709 (+)

O X

MGV-GENOME-0353218:1-59,216 (+)

MK

MGV-GENOME-0325356: 1-56,788 (+)

MGV-GENOME-0274936:1-41,216 (+) =

O X

MGV-GENOME-0345237:1-66,114 (+)

O X

IMGVR_UViG_3300045988_184696|3300045988|Ga0495776_156073|1878-65797:1-63,920 (+)

COIKCK A ODNAIDIEIDEOMOND

IMGVR_UViG_3300029534_000035|3300029534|Ga0245005_100233: 1-82,124 (+)

O K

COCK

OTU_486:1-65,583 (+)

I,

OTU_451:1-69,605 (+)

COKK

MGV-GENOME-0363038: 1-42,228 (+)

[ OICK

MGV-GENOME-0339857: 1-65,432 (+)

O K
O K

MGV-GENOME-0345186: 1-60,577 (+)

[ ONCK

MGV-GENOME-0360082: 1-60,483 (+)

O K

O K

MGV-GENOME-0350944: 1-62,077 (+)

O K

IMGVR_UViG_3300045988_142886|3300045988|Ga0495776_186534: 1-62,077 (+)

I, DLAPOACTOENDMOIAL_ A KKCKHD

—
MGV-GENOME-0347735:1-56,892 (+)

O K PO IDOMCD MDD <RI R KK KD

MGV-GENOME-0321529:1-54,939 (+)

O K

MGV-GENOME-0347881:1-56,287 (+)

O K

MGV-GENOME-0353909: 1-59,757 (+)

O K

MGV-GENOME-0365577:1-58,139 (+)

O K
O K

MGV-GENOME-0360226: 1-83,690 (+)

O K

MGV-GENOME-0349295:1-50,390 (+)

O K

MGV-GENOME-0360856: 1-55,696 (+)

O K

MGV-GENOME-0355833: 1-60,371 (+)

O K

MGV-GENOME-0325471:1-56,852 (+)

O K

MGV-GENOME-0340161:1-65,701 (+)

O K

MGV-GENOME-0341429: 1-64,397 (+)

O K

uvig 117445:1-69,183 (+)

O K

MGV-GENOME-0343568:1-62,141 (+)

O K

MGV-GENOME-0343974:1-69,692 (+)

O K

MGV-GENOME-0323165:1-55,751 (+)

[ OICK

MGV-GENOME-0325677:1-55,848 (+)

O K

MGV-GENOME-0315698: 1-45,960 (+)

[ OICK

MGV-GENOME-0351497:1-62,178 (+)

O K

MGV-GENOME-0346854: 1-66,441 (+)

O K

MGV-GENOME-0354900: 1-65,276 (+)

O K

MGV-GENOME-0343281:1-61,166 (+)

O K

MGV-GENOME-0353111:1-63,232 (+)

O K

MGV-GENOME-0357664:1-61,034 (+)

O K

MGV-GENOME-0338687: 1-64,524 (+)

COMCK

MGV-GENOME-0357642:1-56,875 (+)

MGV-GENOME-0291346:1-37,997 (-) =

O K R, By DA (X € {4

MGV-GENOME-0307426: 1-49,004 (+)

O ITIOMPORIONODRII. AR R KD

MGV-GENOME-0267170:1-39,733 (+) =

O K

MGV-GENOME-0341224:1-66,717 (+)

O K

MGV-GENOME-0341436: 1-65,434 (+)

O K
S

MGV-GENOME-0340831: 1-66,288 (+)

O K
COMCK

MGV-GENOME-0344956: 1-64,564 (+)

O K K
O K

MGV-GENOME-0346097:1-72,071 (+)

O K

MGV-GENOME-0358217:1-62,867 (+)

MGV-GENOME-0308023: 1-49,223 (+)

COMCK

MGV-GENOME-0324407:1-56,323 (+)

[ OICK

MGV-GENOME-0353877:1-66,096 (+)

-
uvig_108172:1-64,263 (-)

O K

MGV-GENOME-0345510: 1-64,973 (+)

O K

MGV-GENOME-0349343:1-63,959 (+)

O K

MGV-GENOME-0340213: 1-64,036 (+)

O K

O K

MGV-GENOME-0338700: 1-64,536 (+)

O K
O K

MGV-GENOME-0341613:1-62,005 (+)

O K

O K

MGV-GENOME-0358299: 1-60,215 (+)

[ OICK

MGV-GENOME-0338366:1-61,196 (+)

O K

OTU_524:1-64,412 (+)

O

MGV-GENOME-0351969:1-72,230 (+)

I S §
[ OICK

MGV-GENOME-0330555: 1-59,348 (+)

O K

IMGVR_UViG_3300045988_133715|3300045988|Ga0495776_036004: 1-59,348 (+)

I,

MGV-GENOME-0342754:1-57,187 (+)

O K

MGV-GENOME-0346884: 1-56,138 (+)

MGV-GENOME-0344105: 1-64,150 (+)

MGV-GENOME-0362687:1-38,746 (+)

MGV-GENOME-0358711:1-66,297 (+)

LK

uvig 48115:1-63,356 (+)

COMCK

MGV-GENOME-0297573: 1-46,003 (+)

} 30000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
I N




