
uvig_205288: 1-16,030 (+)

MGV-GENOME-0108106: 1-16,246 (+)

uvig_441279_: 1-16,774 (-)

uvig_330365: 1-16,512 (-)

SAMN00792055_a1_ct58734_vs1: 1-16,509 (+)

SAMEA2737776_b1_ct88_vs2: 1-16,695 (-)

uvig_242873: 1-16,108 (-)

OTU_6875: 1-16,238 (+)

SRS148319_a1_ct55689_vs1: 1-15,817 (-)

MGV-GENOME-0103032: 1-15,859 (-)

MGV-GENOME-0082210: 1-14,171 (-)

MGV-GENOME-0110988: 1-16,479 (+)

MGV-GENOME-0111483: 1-16,520 (+)

MGV-GENOME-0107954: 1-16,234 (-)

Ma_2019_SRR413559_NODE_1224_length_16066_cov_3.518519: 1-16,066 (-)

MGV-GENOME-0107704: 1-16,215 (+)

uvig_310789: 1-16,102 (+)

SAMEA2737685_a1_ct50420_vs1: 1-16,302 (-)

SRS016335_a1_ct27518_vs1: 1-16,280 (+)

MGV-GENOME-0108689: 1-16,292 (-)

MGV-GENOME-0100502: 1-15,669 (+)

MGV-GENOME-0110804: 1-16,462 (-)

uvig_193798: 1-16,423 (+)

uvig_463723: 1-15,785 (+)

6000 nt


