EEOOL DU

uvig_366662:1-16,977 (+)

B DD

uvig_23536:1-14,433 (+)

MGV-GENOME-0123343:1-17,538 (+)

MGV-GENOME-4351743:1-18,612 (+)

MGV-GENOME-0136466:1-18,887 (+)

LD D DYDY

MGV-GENOME-0169958:1-23,195 (+)

D DYDY

SAMNO0791979_a1_ct52499 vs1:1-24,014 (+)

SAMNO9781774 a1 _ct196451 vs1:1-13,958 (+)

DO DU

uvig 377065:1-16,851 (+)

DB EDD D

uvig 99841:1-13,722 (+)

MGV-GENOME-0123710:1-17,573 (+)

SAMEA2737763_al_ct13068_vs1:1-17,752 (+)

SRS049446_al ct2778 vs1:1-17,467 (+)

O 00D DO

SAMEA2737664 _al_ct16720 vs1:1-20,653 (+)

uvig 257719:1-19,497 (+)

Ao OUDDO DU

SAMNO00715249_al_ct71365_vs1:1-20,593 (+)

OTU_6216:1-18,191 (+)

O 000 DO

SAMEA1906548 a1l _ct156842 vs1:1-22,200 (+)

MGV-GENOME-0185099: 1-19,774 (+)

EEOOL DU

uvig_146992:1-21,946 (+)

SAMEA2737703_al_ct17449 vs1:1-20,447 (+)

MGV-GENOME-0141796:1-19,493 (+)

SAMNO06164869_al ct35160_vs1:1-19,776 (+)
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MGV-GENOME-0143145:1-19,648 (+)
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