MGV-GENOME-0210379: 1-27,478 (+)

uvig_150850: 1-27,442 (+)

o0 O DEHKKHE-GRKRK A K HiIDXKKIE—CK K K

uvig 455955:1-41,333 (+)

MGV-GENOME-0260226:1-32,224 (+)
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uvig 584993:1-32,449 (+)

ivig_4162:1-29,801 (+)

MGV-GENOME-0198786:1-27,758 (+)

D B/ I/ € (O S O O N O a4 I O ey K X

MGV-GENOME-0255369: 1-37,654 (+)
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MGV-GENOME-0249051:1-36,587 (+) I
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MGV-GENOME-0241785: 1-35,469 (+)

SAMNO0792093 a1l ct19534 vs1:1-38,350 (+)
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MGV-GENOME-0261484:1-38,714 (+)
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—
Han_2018_ERR1398162_NODE_571_length_42922_cov_7.245014: 1-42,922 (+)
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IMGVR_UViG_3300029855_000252|3300029855|Ga0245295_1000112|95775-135297: 1-39,523 (+)
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MGV-GENOME-0283646:1-37,479 (+)
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MGV-GENOME-0248863: 1-36,558 (+)

o0 DK A KD K X K

1
MGV-GENOME-4412090: 1-36,174 (+)
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MGV-GENOME-0240429:1-35,288 (+)
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MGV-GENOME-0277519:1-33,728 (+)

MGV-GENOME-0198985:1-27,792 (+)
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IMGVR_UViG_3300008491_000196|3300008491|Ga0111008_100037|275-43272: 1-42,998 (+)
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IMGVR_UViG_3300007804_000129|3300007804|Ga0105665_100016|144528-186532: 1-42,005 (+)
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MGV-GENOME-0254611:1-23,589 (+)
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MGV-GENOME-0264302: 1-23,114 (+)
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