
MGV-GENOME-0375873: 1-140,298 (+)

MGV-GENOME-0373210: 1-127,493 (+)

uvig_444710_: 1-148,704 (-)

MGV-GENOME-0374274: 1-136,857 (-)

ivig_2100: 1-136,217 (-)

uvig_254734: 1-154,993 (+)

uvig_217485: 1-137,125 (-)

IMGVR_UViG_3300045988_186006|3300045988|Ga0495776_011128|13318-173970: 1-160,653 (-)

IMGVR_UViG_3300029008_000074|3300029008|Ga0169638_100013|46110-205525: 1-159,416 (+)

uvig_115258: 1-151,467 (-)

MGV-GENOME-0379628: 1-218,822 (-)

uvig_439916: 1-130,050 (-)

uvig_452168: 1-126,457 (-)

IMGVR_UViG_3300045988_132798|3300045988|Ga0495776_181019: 1-148,321 (-)

MGV-GENOME-0375998: 1-148,321 (-)

uvig_218662: 1-127,482 (-)

uvig_457935_: 1-173,599 (+)

uvig_444106_: 1-119,188 (+)

uvig_237076: 1-177,268 (+)

MGV-GENOME-0378267: 1-161,680 (+)

MGV-GENOME-0377197: 1-163,127 (+)

uvig_479322: 1-163,127 (+)

IMGVR_UViG_3300045988_141555|3300045988|Ga0495776_002027: 1-160,278 (-)

MGV-GENOME-0376951: 1-160,278 (-)

uvig_253032: 1-162,489 (-)

uvig_308266: 1-160,470 (+)

IMGVR_UViG_3300045988_137987|3300045988|Ga0495776_001806: 1-162,267 (+)

uvig_245308: 1-176,240 (-)

MGV-GENOME-0377069: 1-161,640 (-)

IMGVR_UViG_3300045988_152209|3300045988|Ga0495776_081086: 1-161,640 (-)

Ma_2019_SRR341604_NODE_27_length_172729_cov_5.823587: 1-172,729 (-)

IMGVR_UViG_3300045988_141200|3300045988|Ga0495776_186555: 1-162,282 (+)

MGV-GENOME-0378019: 1-162,282 (+)

MGV-GENOME-0376943: 1-160,227 (+)

IMGVR_UViG_3300045988_156370|3300045988|Ga0495776_081041: 1-160,227 (+)

IMGVR_UViG_3300045988_139455|3300045988|Ga0495776_159922: 1-162,526 (-)

uvig_247052: 1-161,519 (+)

uvig_443153_: 1-170,331 (-)

uvig_442860_: 1-161,614 (-)

MGV-GENOME-0377201: 1-163,192 (-)

IMGVR_UViG_3300007353_000001|3300007353|Ga0104758_100070: 1-163,192 (+)

uvig_313612: 1-159,647 (-)

MGV-GENOME-0377108: 1-162,098 (-)

uvig_167490: 1-162,597 (-)

IMGVR_UViG_3300029794_000001|3300029794|Ga0243854_1000125: 1-161,356 (+)

OTU_30: 1-163,773 (-)

IMGVR_UViG_3300029424_000285|3300029424|Ga0243789_1000038|5724-168758: 1-163,035 (+)

IMGVR_UViG_3300045988_150980|3300045988|Ga0495776_186562: 1-163,973 (-)

MGV-GENOME-0378049: 1-163,973 (-)

IMGVR_UViG_3300045988_143675|3300045988|Ga0495776_149849: 1-167,268 (+)

MGV-GENOME-0377130: 1-162,338 (+)

IMGVR_UViG_3300045988_142755|3300045988|Ga0495776_180886: 1-161,297 (-)

MGV-GENOME-0373406: 1-129,338 (+)

uvig_199648: 1-161,066 (+)

IMGVR_UViG_3300045988_144325|3300045988|Ga0495776_002045: 1-161,066 (-)

uvig_556334: 1-160,907 (+)

MGV-GENOME-0377059: 1-161,561 (-)

SAMEA2580148_a1_ct22114: 1-161,462 (+)

OTU_27: 1-165,660 (-)

MGV-GENOME-0377185: 1-162,910 (+)

uvig_547918: 1-163,740 (-)

uvig_39687: 1-161,037 (+)

IMGVR_UViG_3300029027_000075|3300029027|Ga0169621_100021: 1-162,325 (-)

MGV-GENOME-0376965: 1-160,479 (+)

uvig_111740: 1-169,291 (-)

ivig_3920: 1-157,859 (+)

MGV-GENOME-0377279: 1-164,098 (+)

uvig_155945: 1-158,760 (-)

MGV-GENOME-0376005: 1-151,335 (-)

uvig_169917: 1-162,472 (+)

MGV-GENOME-0378386: 1-163,228 (-)

IMGVR_UViG_3300045988_141621|3300045988|Ga0495776_149838: 1-163,228 (-)

IMGVR_UViG_3300045988_140029|3300045988|Ga0495776_180905: 1-161,466 (-)

uvig_383421: 1-160,886 (-)

IMGVR_UViG_3300045988_144352|3300045988|Ga0495776_159924: 1-164,444 (+)

MGV-GENOME-0377184: 1-162,884 (-)

MGV-GENOME-0377850: 1-164,748 (+)

IMGVR_UViG_3300045988_146564|3300045988|Ga0495776_180960: 1-164,748 (+)

uvig_85335: 1-172,663 (+)

IMGVR_UViG_3300045988_149915|3300045988|Ga0495776_101688: 1-165,927 (+)

MGV-GENOME-0377179: 1-162,776 (+)

MGV-GENOME-0377060: 1-161,572 (-)

uvig_444553_: 1-164,146 (-)

IMGVR_UViG_3300029338_000001|3300029338|Ga0243718_1000045: 1-164,214 (+)

OTU_28: 1-164,877 (+)

IMGVR_UViG_3300045988_145360|3300045988|Ga0495776_119879: 1-150,929 (+)

OTU_43: 1-150,675 (-)

IMGVR_UViG_2873710093_000004|2873710093|2873710137|22033-184985: 1-162,953 (-)

ivig_2098: 1-153,539 (-)

uvig_131173: 1-165,767 (+)

uvig_71827: 1-170,880 (-)

MGV-GENOME-0377729: 1-163,285 (-)

IMGVR_UViG_3300029441_000395|3300029441|Ga0243753_1000092|2-166189: 1-166,188 (+)

IMGVR_UViG_3300029336_000382|3300029336|Ga0243752_100097|13581-179840: 1-166,260 (-)

uvig_451434: 1-210,200 (+)

uvig_122276: 1-193,119 (-)

IMGVR_UViG_3300045988_136176|3300045988|Ga0495776_162538: 1-160,220 (+)

uvig_458842_: 1-156,534 (-)

IMGVR_UViG_3300045988_135537|3300045988|Ga0495776_001841: 1-163,434 (-)

uvig_157295: 1-163,367 (+)

IMGVR_UViG_3300029017_000103|3300029017|Ga0169582_100020|17409-168512: 1-151,104 (+)

uvig_120367: 1-144,162 (-)

uvig_160314: 1-156,246 (+)

MGV-GENOME-0377167: 1-162,615 (+)

IMGVR_UViG_3300045988_151255|3300045988|Ga0495776_101572: 1-162,615 (+)

IMGVR_UViG_3300045988_137174|3300045988|Ga0495776_002019: 1-159,727 (-)

uvig_251950: 1-184,454 (-)

IMGVR_UViG_3300029474_000002|3300029474|Ga0244136_100037: 1-165,745 (-)

ivig_3507: 1-203,936 (-)

IMGVR_UViG_2806310865_000002|2806310865|2806367053|18492-183332: 1-164,841 (-)

IMGVR_UViG_3300045988_151095|3300045988|Ga0495776_001804: 1-162,221 (-)

MGV-GENOME-0376544: 1-156,154 (-)

MGV-GENOME-0379172: 1-162,775 (-)

IMGVR_UViG_3300045988_141809|3300045988|Ga0495776_162533: 1-162,775 (-)

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132: 1-154,555 (-)

MGV-GENOME-0375804: 1-149,648 (+)

MGV-GENOME-0374684: 1-140,460 (+)

IMGVR_UViG_3300006525_000004|3300006525|Ga0101027_100034: 1-160,845 (-)

OTU_25: 1-170,785 (-)

MGV-GENOME-0376912: 1-159,842 (+)

MGV-GENOME-0373552: 1-130,778 (+)

IMGVR_UViG_3300045988_153413|3300045988|Ga0495776_149859: 1-163,531 (-)

MGV-GENOME-0376507: 1-155,805 (-)

IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282: 1-155,805 (-)

IMGVR_UViG_3300045988_138844|3300045988|Ga0495776_080998: 1-159,004 (-)

MGV-GENOME-0376835: 1-159,006 (+)

uvig_17614: 1-158,970 (+)

MGV-GENOME-0372197: 1-119,703 (-)

uvig_486213: 1-146,874 (+)

uvig_433944: 1-150,725 (-)

MGV-GENOME-0372860: 1-124,745 (+)

MGV-GENOME-0374351: 1-137,630 (+)

uvig_310661: 1-111,454 (+)

MGV-GENOME-0376675: 1-157,450 (+)

IMGVR_UViG_3300045988_149381|3300045988|Ga0495776_080943: 1-157,450 (+)

IMGVR_UViG_3300045988_152003|3300045988|Ga0495776_101593: 1-163,495 (+)

MGV-GENOME-0377220: 1-163,495 (+)

MGV-GENOME-0377107: 1-162,081 (+)

IMGVR_UViG_3300045988_147571|3300045988|Ga0495776_001797: 1-162,081 (+)

uvig_289035: 1-161,294 (-)

MGV-GENOME-0371852: 1-89,660 (+)

MGV-GENOME-0359084: 1-89,390 (+)

MGV-GENOME-0367077: 1-90,667 (+)

uvig_447666: 1-87,665 (-)

uvig_391969: 1-93,947 (+)

MGV-GENOME-0360346: 1-91,473 (-)

MGV-GENOME-0356688: 1-85,905 (-)

MGV-GENOME-0373344: 1-106,630 (+)

uvig_18493: 1-100,102 (-)

MGV-GENOME-0363901: 1-90,807 (+)

MGV-GENOME-0361832: 1-89,158 (+)

MGV-GENOME-0360814: 1-92,258 (+)

uvig_81219: 1-107,327 (+)

MGV-GENOME-0369733: 1-99,800 (+)

uvig_144304: 1-97,922 (+)

MGV-GENOME-0360128: 1-91,086 (+)

MGV-GENOME-0362226: 1-91,937 (+)

uvig_237604: 1-98,846 (+)

MGV-GENOME-0369363: 1-106,219 (-)

IMGVR_UViG_3300045988_127492|3300045988|Ga0495776_009669: 1-151,920 (+)
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