CEODICDEEDDEES 0P EDDDINDOIID 0 ) AR ORI HDIDIMDIDNOD

MGV-GENOME-0364933: 1-98,065 (+)

L ODDOPRO DD ODEODMODIMADO L0 ) KRR IR MDD
OTU_116:1-100,692 (+)

DD |50 N0)D P i e e s U1 )0 D B9 MK KB H DI
MGV-GENOME-4433825: 1-97,813 (+)

COMDDNID D D D ED I OD XK — R RO
MGV-GENOME-0364312: 1-97,395 (+)

DA BB by I I )0y vy D I ) KRR KRR DMDIMRDIDHD
MGV-GENOME-0366642: 1-100,190 (+)

L ONDDMCPDIDDE DN D ED IO I I DD
uvig_310614:1-100,709 (+)

CEODICOEEEODOE DD MDD IO OO ) R HEMMDDIDHD
MGV-GENOME-0366736: 1-100,353 (+)

L ODIDOEODD- OO OPEODEODMDDOMDIID L0 ) KRR KKK IR DIDIDDIAD
Draper_2018 SRR6914067_NODE _3_length_99308 _cov_45.206362: 1-99,308 (+)

DI DY) b)), B ) )Yy 0N D I ) R IR CIHATMDDIDHD
MGV-GENOME-0362129: 1-94,470 (+)

O OBODEEEEDDEE D DD DINDIE D) ) KRR IKKHKK——C KRNI
uvig 562015:1-98,367 (+)

L OO DO DO L0 ) ARHCRIRKRIKC KKK KRIBARI—HEIDIDMMIDIRDHD
MGV-GENOME-0362416:1-94,932 (+)

DL MDIDO0M D DD IO I — OG-
MGV-GENOME-4434007: 1-98,542 (+)

0 0 1191111 O ) B0 W Y 1 DI W IR — I HEBDRDHD
MGV-GENOME-0365412: 1-98,568 (+)

DI, DI ))YYY D) R B B, )Y,k D B ) ARRCRIRIAIRC IR CDDAPRMIDIDDHD
MGV-GENOME-4434283: 1-99,896 (+)

DD BBINILED) D ) ) D ) KRR RKRKK R IR MDD

uvig_192880: 1-88,245 (+)

IRED BEIYEYIYY OO ) R RKIRKKK IR KU OPINDADID

MGV-GENOME-0352540: 1-80,756 (+)

OTU_825:1-56,913 (+)

I, ) DI )YV ) ) ARG HMMIADDNDD

uvig_208704: 1-76,588 (+)

CEOBICODEEEEODEEE D DNDPDINIIIC LU % ) KRR RRK—C IR DDIMIDDH
MGV-GENOME-0362618: 1-95,227 (+)

L ODIOOELEIDODIE_ DD DD ODMODDWIIDE L ) R RKKKIK IR THMDODIDTRDHD
uvig_93885:1-97,950 (+)

IDEDD, DD)YY)ILDD) D R ) RN, ) )b L) DD I ) KRR —C BRI HHPDDIDITDHD
MGV-GENOME-0364844:1-97,950 (+)

IDED) DIIYILED) ) DO OPMOPDIDT L ) KRR IR BRI MIIDID-
MGV-GENOME-0363761: 1-96,688 (+)

DY BB DYy B B YY) Lo ) AR IR HDIDIINDIDDIAD
MGV-GENOME-0363218: 1-95,995 (+)

o OBIDOMDOCIMEDDEDIMMDMIDT O IO CKBIHHGHMMDRDIDHY

MGV-GENOME-0362090: 1-94,404 (+)
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