NC_047947.1:1-51,818 (+)

OB oDDENBIEDOW . DD O{ PDDK

NC_047898.1:1-50,316 (+)

OB PRIOMIEEOME PO S DO

MGV-GENOME-0310532: 1-50,102 (+)

[ C B SPOIOEIEDO . DOCDL - DODK

SAMEA2579939_al _ct6149:1-49,928 (+)

OB DEBONEEEOWE OO0 > DX

KK DI DA KCHIRHKIK—DDMADEIOMWOBD A D

IMGVR_UViG_3300045988_013980|3300045988|Ga0495776_002678: 1-49,620 (+)

O OB DBOMEEEONE PO - DI

KK DILMIDT OHEDHCKCHIURKIEDD IO

MGV-GENOME-4424623:1-49,620 (+)

o B ODDEOMBEEDOW DD O DOIX

NC_047823.1:1-50,339 (+)

OB ODDERIEDOW T DD - OPOIX

KK LR DD KIACHKKHKE—DD-DADIDMIOMOWDHIDD

NC_031026.1:1-49,167 (+)

O OB 2DDERICDON . DD > OPOIX

e DD ACDHC KK DAHD-DIHOEMROMOR-HND

NC_048065.1: 1-49,665 (+)

[ B SDROIDPON . PO O OPDIX

KM236241.1:1-49,816 (+)

OB OPHIONMEEROWE D00 > DX

NC_027350.1:1-49,816 (+)

TemPhD_cluster_58895: 1-49,535 (+)

[ 0 SDREOICEO— DDDDE O DI

KCICH DY ACDEKC KA DA MOIDIHIND

MGV-GENOME-4424260: 1-49,029 (+)

D W By ) V) D) ) D e W) D

KO DO OEDHEKC KT DDIADOMIOMDDHIND

MGV-GENOME-0307501:1-49,034 (+)

O 0 PRIOMERPOIE PO > DX

KK DM KACHUILTIDIADOMNOMODHIDD

uvig_423916: 1-48,965 (+)

o B SPHIIEEON DDDDESET MOIX

KCICH DY DDA MACHKKIUTDDIADOMOMDDIND

uvig 427234:1-48,970 (+)

AY308796.1: 1-49,902 (+)

OB 2DDERIEDOW. DD O OPOIKAIKEK ]I

NC_042066.1:1-51,092 (+)

D D)) )Y B, B ) D, D o ) ) KK

TemPhD_cluster_31384: 1-50,339 (+)

TemPhD_cluster_47393_:1-48,821 (+)

O OB DDEONRIEDOWN T DD > DDA

TemPhD_cluster_40051_: 1-48,559 (+)

OB DDENIEEOW T DD O DDA KH

TemPhD_cluster_59126: 1-48,558 (+)

O OB ODDEBIEONT OO - DI

KK

NC_047985.1:1-49,788 (+)

COEOBEDDEICDONT 2D O OPOIIEIEK KDDL OO AU DDIMDHOMOMONHIND

TemPhD_cluster_47282:1-49,141 (+)
|
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