
IMGVR_UViG_3300045988_159738|3300045988|Ga0495776_051631: 1-66,897 (+)

MGV-GENOME-0315927: 1-52,308 (+)

MGV-GENOME-0340310: 1-65,837 (+)

MGV-GENOME-0340205: 1-65,739 (+)

MGV-GENOME-0340419: 1-65,934 (+)

MGV-GENOME-0340204: 1-65,739 (+)

MGV-GENOME-0339828: 1-65,400 (+)

MGV-GENOME-0342273: 1-67,781 (+)

MGV-GENOME-0339478: 1-61,612 (+)

MGV-GENOME-0356007: 1-60,092 (+)

IMGVR_UViG_3300045988_121583|3300045988|Ga0495776_072224: 1-71,368 (+)

ivig_3969: 1-71,003 (+)

ivig_1324: 1-80,093 (+)

ivig_3941: 1-79,664 (+)

IMGVR_UViG_3300029430_000166|3300029430|Ga0243922_100353: 1-83,377 (+)

IMGVR_UViG_3300045988_155260|3300045988|Ga0495776_136911: 1-83,360 (+)

MGV-GENOME-0354228: 1-83,360 (+)

IMGVR_UViG_3300045988_157295|3300045988|Ga0495776_149209: 1-83,077 (+)

IMGVR_UViG_3300008361_000085|3300008361|Ga0115082_100202: 1-83,320 (+)

MGV-GENOME-0354458: 1-83,009 (+)

IMGVR_UViG_3300045988_164379|3300045988|Ga0495776_030134: 1-83,603 (+)

SAMN05826529_a1_ct59441_vs1: 1-88,600 (+)

Ma_2019_SRR341582_NODE_45_length_108530_cov_4.866338: 1-108,530 (+)

uvig_384594: 1-97,292 (+)

40000 nt

defence (PADLOC) virulence (VFDB) tRNA


