
MGV-GENOME-0231118: 1-33,540 (+)

IMGVR_UViG_3300014815_000015|3300014815|Ga0119815_1000521: 1-33,579 (-)

IMGVR_UViG_3300008104_000014|3300008104|Ga0114288_100081: 1-33,567 (-)

IMGVR_UViG_3300008645_000020|3300008645|Ga0111425_100267: 1-33,571 (-)

MGV-GENOME-0231072: 1-33,531 (-)

MGV-GENOME-0230646: 1-33,442 (-)

TemPhD_cluster_21272: 1-33,497 (-)

MGV-GENOME-0231122: 1-33,540 (-)

IMGVR_UViG_3300008140_000026|3300008140|Ga0114165_1000365: 1-33,567 (-)

TemPhD_cluster_62780_: 1-33,446 (-)

IMGVR_UViG_3300009381_000020|3300009381|Ga0115415_1000464: 1-33,568 (-)

IMGVR_UViG_3300006498_000017|3300006498|Ga0100374_100551: 1-33,546 (-)

IMGVR_UViG_7000000713_000075|7000000713|SRS024355_LANL_scaffold_93066: 1-33,494 (-)

MGV-GENOME-0231718: 1-33,657 (+)

IMGVR_UViG_3300006322_000022|3300006322|Ga0099623_1000279: 1-33,549 (-)

IMGVR_UViG_3300006333_000017|3300006333|Ga0099550_1000242: 1-33,566 (-)

IMGVR_UViG_3300006247_000030|3300006247|Ga0099374_1000327: 1-33,562 (-)

TemPhD_cluster_62774_: 1-33,468 (-)

TemPhD_cluster_62771_: 1-33,481 (-)

IMGVR_UViG_2124908012_000157|2124908012|sp300_12745835: 1-33,518 (-)

IMGVR_UViG_7000000534_000035|7000000534|SRS019128_WUGC_scaffold_18873: 1-33,513 (-)

IMGVR_UViG_3300006461_000010|3300006461|Ga0100060_100223: 1-33,558 (-)

IMGVR_UViG_7000000447_000019|7000000447|SRS013949_WUGC_scaffold_10127: 1-33,513 (-)

MGV-GENOME-0183387: 1-25,189 (+)
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