
IMGVR_UViG_7000000566_000001|7000000566|SRS047225_LANL_scaffold_951: 1-29,395 (+)

IMGVR_UViG_3300007942_000001|3300007942|Ga0114264_100044: 1-29,460 (+)

Propionibacterium_phage_PAS50: 1-29,030 (+)

NC_027626.1: 1-29,347 (+)

IMGVR_UViG_3300008381_000002|3300008381|Ga0114858_100024: 1-29,923 (+)

Propionibacterium_phage_Cota: 1-29,549 (+)

Propionibacterium_phage_Keiki: 1-29,339 (+)

NC_022336.1: 1-29,511 (+)

IMGVR_UViG_3300006676_000001|3300006676|Ga0100046_100046: 1-29,762 (+)

NC_027362.1: 1-29,394 (+)

NC_027336.1: 1-29,503 (+)

Propionibacterium_phage_Lauchelly: 1-29,517 (+)

KJ578776.1: 1-29,394 (+)

JX262216.1: 1-29,729 (+)

Propionibacterium_phage_DrParker: 1-29,742 (+)

IMGVR_UViG_3300012309_000005|3300012309|Ga0118179_100005: 1-29,425 (+)

Propionibacterium_phage_Ouroboros: 1-29,506 (+)

IMGVR_UViG_3300026736_000001|3300026736|Ga0208187_100001: 1-29,495 (+)

IMGVR_UViG_2537561597_000001|2537561597|2537573690: 1-27,208 (+)

Propionibacterium_phage_P9.1: 1-29,214 (+)

KJ578767.1: 1-29,421 (+)

uvig_578704: 1-29,694 (+)

Propionibacterium_phage_Enoki: 1-29,347 (+)

JX262217.1: 1-29,574 (+)

uvig_577239: 1-29,658 (+)

IMGVR_UViG_3300013691_000004|3300013691|Ga0118022_100004: 1-29,804 (+)

uvig_578098: 1-29,943 (+)

NC_027401.1: 1-29,751 (+)

DQ431235.1: 1-29,739 (+)

IMGVR_UViG_3300013173_000005|3300013173|Ga0118345_100010: 1-29,767 (+)

IMGVR_UViG_3300007855_000001|3300007855|Ga0113870_100061: 1-29,519 (+)

Propionibacterium_phage_Pirate: 1-29,324 (+)

SRS098602_a1_ct6127_vs01: 1-29,576 (+)

IMGVR_UViG_3300007946_000001|3300007946|Ga0114289_10021: 1-29,463 (+)

NC_018838.1: 1-29,505 (+)

NC_027627.1: 1-29,440 (+)

JX570706.1: 1-29,443 (+)

JX570707.1: 1-29,451 (+)

IMGVR_UViG_3300007920_000001|3300007920|Ga0111560_100014: 1-29,556 (+)

SRS058213_a1_ct253_vs1: 1-29,488 (+)

KJ578792.1: 1-29,442 (+)

NC_027294.1: 1-29,438 (+)

IMGVR_UViG_3300012600_000004|3300012600|Ga0118165_100005: 1-30,198 (+)

NC_018840.1: 1-29,612 (+)

SRS146989_a1_ct2: 1-29,573 (+)

SRS142928_a1_ct38_vs01: 1-29,203 (+)

Propionibacterium_phage_P104A: 1-29,371 (+)

Propionibacterium_phage_LilBandit: 1-29,041 (+)

JX262218.1: 1-29,371 (+)

NC_022338.1: 1-29,514 (+)

JX570705.1: 1-29,514 (+)

IMGVR_UViG_3300007911_000001|3300007911|Ga0111557_100001: 1-30,953 (+)

SRS063035_a1_ct52_vs1: 1-30,520 (+)

SRS017849_a1_ct3865: 1-30,267 (+)

IMGVR_UViG_3300007131_000001|3300007131|Ga0102586_10159: 1-30,353 (+)

IMGVR_UViG_3300012427_000004|3300012427|Ga0118624_100003: 1-27,728 (+)

IMGVR_UViG_3300012456_000005|3300012456|Ga0118183_100007: 1-28,271 (+)

IMGVR_UViG_3300013590_000001|3300013590|Ga0118469_10001: 1-27,938 (+)

Propionibacterium_phage_P106M: 1-29,641 (+)

Propionibacterium_phage_P106A: 1-29,554 (+)

Propionibacterium_phage_P106L: 1-29,641 (+)

Propionibacterium_phage_P106C: 1-29,641 (+)

NC_027380.1: 1-29,377 (+)

KJ578788.1: 1-29,428 (+)

KJ578766.1: 1-29,386 (+)

NC_015453.1: 1-29,017 (+)

NC_027295.1: 1-29,806 (+)

KJ578790.1: 1-29,806 (+)

JX262225.1: 1-29,516 (+)

IMGVR_UViG_3300008332_000001|3300008332|Ga0114895_10001: 1-29,560 (+)

IMGVR_UViG_3300045988_114788|3300045988|Ga0495776_120403: 1-29,801 (+)

Propionibacterium_phage_ATCC29399BC: 1-29,516 (+)

IMGVR_UViG_3300026229_000001|3300026229|Ga0209243_100134: 1-29,561 (+)

NC_027625.1: 1-29,461 (+)

SRS076865_a1_ct53_vs1: 1-29,441 (+)

IMGVR_UViG_3300026233_000001|3300026233|Ga0209762_100134: 1-29,567 (+)

KJ578791.1: 1-29,323 (+)

uvig_397017: 1-29,300 (+)

JX262224.1: 1-29,516 (+)

JX570712.1: 1-29,464 (+)

NC_027389.1: 1-29,494 (+)

IMGVR_UViG_3300045988_139884|3300045988|Ga0495776_131755: 1-27,911 (+)

uvig_393833: 1-28,364 (+)

NC_031005.2: 1-29,338 (+)

SRS078257_a1_ct2061_vs1: 1-27,412 (-)

Propionibacterium_phage_Aquarius: 1-30,112 (+)

SRS078683_a1_ct7018_vs1: 1-30,146 (+)

IMGVR_UViG_3300013222_000001|3300013222|Ga0118252_100001: 1-29,809 (+)

SRS100036_a1_ct51: 1-30,245 (+)

NC_022341.1: 1-29,200 (+)

Propionibacterium_phage_P105: 1-29,202 (+)

IMGVR_UViG_3300013244_000005|3300013244|Ga0118627_100025: 1-29,292 (+)

IMGVR_UViG_3300007012_000001|3300007012|Ga0103283_10001: 1-29,247 (+)

SRS016188_a1_ct9_vs1: 1-29,246 (+)

NC_031003.1: 1-29,254 (+)

IMGVR_UViG_3300045988_091431|3300045988|Ga0495776_009137: 1-29,377 (+)

uvig_394472: 1-29,314 (+)

IMGVR_UViG_3300008384_000001|3300008384|Ga0114872_100046: 1-29,122 (+)

SRS020263_a1_ct3171: 1-29,618 (+)

KJ578769.1: 1-29,491 (+)

Propionibacterium_phage_MrAK: 1-29,726 (+)

IMGVR_UViG_3300006438_000001|3300006438|Ga0100178_100002: 1-29,594 (+)

NC_027621.1: 1-29,463 (+)

NC_027629.1: 1-28,876 (+)

IMGVR_UViG_3300007270_000003|3300007270|Ga0104841_100107: 1-29,142 (+)

IMGVR_UViG_3300007886_000001|3300007886|Ga0111233_10001: 1-28,139 (+)

KJ722067.1: 1-29,741 (+)

IMGVR_UViG_3300012293_000004|3300012293|Ga0118359_10004: 1-29,536 (+)

IMGVR_UViG_3300006992_000002|3300006992|Ga0102975_10002: 1-29,211 (+)

uvig_394185: 1-29,575 (+)

SAMN04999326_a1_ct14908_vs1: 1-28,908 (+)

Propionibacterium_phage_Supernova: 1-29,217 (+)

IMGVR_UViG_3300008668_000001|3300008668|Ga0111494_100116: 1-29,269 (+)

Propionibacterium_phage_MEAK: 1-29,223 (+)

TemPhD_cluster_63696: 1-29,502 (-)

NC_027359.1: 1-29,491 (+)

IMGVR_UViG_3300001495_000006|3300001495|M534_100006: 1-29,109 (+)

NC_028694.1: 1-29,407 (+)

IMGVR_UViG_3300012551_000001|3300012551|Ga0118055_100008: 1-29,339 (+)

IMGVR_UViG_3300013584_000006|3300013584|Ga0118564_10007: 1-26,926 (+)

IMGVR_UViG_3300012435_000001|3300012435|Ga0118601_100004: 1-29,336 (+)

NC_027385.1: 1-29,261 (+)

IMGVR_UViG_3300045988_089019|3300045988|Ga0495776_092224: 1-28,323 (+)

IMGVR_UViG_3300007247_000002|3300007247|Ga0104831_10002: 1-29,609 (+)

NC_027624.1: 1-29,594 (+)

Propionibacterium_phage_Stormborn: 1-29,330 (+)

NC_027405.1: 1-29,264 (+)

KJ578789.1: 1-29,264 (+)

KJ578780.1: 1-29,003 (+)

IMGVR_UViG_3300020613_000007|3300020613|Ga0213760_10000212: 1-29,541 (+)

IMGVR_UViG_3300020611_000013|3300020611|Ga0213741_10000217: 1-29,503 (+)

IMGVR_UViG_3300027916_000015|3300027916|Ga0272453_10000226: 1-29,523 (+)

IMGVR_UViG_3300022075_000014|3300022075|Ga0232668_10000236: 1-29,472 (+)

IMGVR_UViG_3300020612_000013|3300020612|Ga0213759_10000155: 1-29,523 (+)

IMGVR_UViG_3300027926_000017|3300027926|Ga0272454_10000152: 1-29,523 (+)

IMGVR_UViG_3300022073_000039|3300022073|Ga0232666_10000217: 1-26,885 (+)

SRS023847_a1_ct124_vs01: 1-29,278 (+)

IMGVR_UViG_3300006215_000001|3300006215|Ga0099397_10064: 1-29,265 (+)

Propionibacterium_phage_P1.1: 1-29,348 (+)

uvig_370915: 1-29,740 (+)

IMGVR_UViG_3300007872_000001|3300007872|Ga0114176_10001: 1-28,091 (+)

NC_015454.1: 1-29,074 (+)

Propionibacterium_phage_PAD20: 1-29,087 (+)

SRS056712_a1_ct39: 1-29,491 (+)

JX570714.1: 1-29,266 (+)

FJ706171.1: 1-29,074 (+)

NC_027386.1: 1-29,247 (+)

KJ578760.1: 1-29,423 (+)

KJ578785.1: 1-29,247 (+)

KJ578763.1: 1-29,424 (+)

IMGVR_UViG_3300006994_000001|3300006994|Ga0102729_100002: 1-28,442 (+)

IMGVR_UViG_7000000314_000001|7000000314|SRS014682_WUGC_scaffold_1767: 1-29,821 (+)

IMGVR_UViG_3300007780_000001|3300007780|Ga0105678_100068: 1-29,663 (+)

IMGVR_UViG_3300008329_000001|3300008329|Ga0115315_10001: 1-29,584 (+)

IMGVR_UViG_3300012218_000002|3300012218|Ga0118552_100003: 1-29,221 (+)

Propionibacterium_phage_P104B: 1-29,330 (+)

SRS042959_a1_ct60_vs01: 1-23,388 (-)

SRS147134_a1_ct331_vs1: 1-20,147 (-)

SRS057083_a1_ct63_vs1: 1-15,255 (-)
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