
IMGVR_UViG_3300006141_000032|3300006141|Ga0080704_1000086: 1-44,701 (+)

IMGVR_UViG_3300045988_044913|3300045988|Ga0495776_092871: 1-44,698 (+)

IMGVR_UViG_3300045988_073610|3300045988|Ga0495776_099549: 1-43,928 (+)

MGV-GENOME-0288444: 1-43,928 (+)

IMGVR_UViG_3300045988_067777|3300045988|Ga0495776_157061: 1-44,323 (+)

MGV-GENOME-0293445: 1-44,323 (+)

IMGVR_UViG_3300045988_084334|3300045988|Ga0495776_113954: 1-40,890 (+)

IMGVR_UViG_3300045988_074337|3300045988|Ga0495776_132366: 1-44,298 (+)

MGV-GENOME-0290107: 1-44,298 (+)

MGV-GENOME-0290166: 1-44,309 (+)

MGV-GENOME-0290154: 1-44,307 (+)

IMGVR_UViG_3300045988_073540|3300045988|Ga0495776_012701: 1-44,307 (+)

MGV-GENOME-0292381: 1-43,486 (+)

MGV-GENOME-0284022: 1-42,983 (+)

IMGVR_UViG_3300045988_080868|3300045988|Ga0495776_055950: 1-43,365 (+)

IMGVR_UViG_3300045988_081786|3300045988|Ga0495776_169989: 1-43,549 (+)

MGV-GENOME-0293279: 1-45,001 (+)

IMGVR_UViG_3300045988_095114|3300045988|Ga0495776_093047: 1-44,790 (+)

SRS051882_a1_ct22232_vs01: 1-44,666 (+)

IMGVR_UViG_3300045988_074697|3300045988|Ga0495776_014108: 1-44,787 (+)

MGV-GENOME-0292122: 1-44,760 (+)

IMGVR_UViG_3300029332_000114|3300029332|Ga0243782_100641: 1-43,367 (+)

Minot_Diet_SRR5088940_NODE_49_length_44921_cov_18.528997: 1-44,921 (+)

IMGVR_UViG_3300007109_000007|3300007109|Ga0102633_100397: 1-44,512 (+)

MGV-GENOME-0290875: 1-43,323 (+)

IMGVR_UViG_3300045988_105212|3300045988|Ga0495776_147741: 1-40,914 (+)

MGV-GENOME-0290684: 1-44,435 (+)

IMGVR_UViG_3300045988_071020|3300045988|Ga0495776_132617: 1-44,435 (+)

IMGVR_UViG_3300045988_086602|3300045988|Ga0495776_012810: 1-44,488 (+)

IMGVR_UViG_3300045988_064703|3300045988|Ga0495776_169943: 1-43,563 (+)

MGV-GENOME-0295963: 1-43,020 (+)

IMGVR_UViG_3300007360_000156|3300007360|Ga0104766_1000521: 1-46,888 (+)

IMGVR_UViG_7000000187_000109|7000000187|SRS022609_Baylor_scaffold_90200: 1-40,798 (+)

IMGVR_UViG_3300045988_080446|3300045988|Ga0495776_155034: 1-46,889 (+)

MGV-GENOME-0293857: 1-44,009 (+)

IMGVR_UViG_3300008103_000005|3300008103|Ga0114180_100545: 1-44,054 (+)

MGV-GENOME-0292922: 1-43,742 (+)

MGV-GENOME-0264684: 1-38,139 (+)

MGV-GENOME-0264740: 1-38,108 (+)

MGV-GENOME-0239120: 1-35,094 (+)

IMGVR_UViG_3300006217_000112|3300006217|Ga0081461_1002096: 1-44,644 (+)

MGV-GENOME-0297412: 1-45,961 (+)

MGV-GENOME-0297402: 1-44,253 (+)

MGV-GENOME-0297242: 1-45,919 (+)

IMGVR_UViG_3300006258_000014|3300006258|Ga0099398_100341: 1-45,560 (+)

IMGVR_UViG_3300045988_083495|3300045988|Ga0495776_016023: 1-45,936 (+)

MGV-GENOME-0266003: 1-37,803 (+)

MGV-GENOME-0244705: 1-35,902 (+)

IMGVR_UViG_3300029742_000206|3300029742|Ga0245239_100225|86860-127716: 1-40,857 (+)

MGV-GENOME-0253688: 1-36,251 (+)

MGV-GENOME-0271918: 1-36,291 (+)

IMGVR_UViG_3300045988_041654|3300045988|Ga0495776_173219: 1-42,020 (+)

IMGVR_UViG_3300045988_046262|3300045988|Ga0495776_177531: 1-41,220 (+)

MGV-GENOME-0266238: 1-38,231 (+)

SAMEA1906535_a1_ct166696_vs1: 1-46,853 (+)

SRS142503_a1_ct24012_vs1: 1-44,750 (+)

MGV-GENOME-0293162: 1-43,779 (+)

IMGVR_UViG_3300006143_000031|3300006143|Ga0080706_1000177: 1-44,136 (+)

IMGVR_UViG_3300045988_041873|3300045988|Ga0495776_014546: 1-45,196 (+)

IMGVR_UViG_3300029830_000014|3300029830|Ga0245137_100539: 1-45,670 (+)

uvig_193718: 1-43,875 (+)

IMGVR_UViG_3300045988_041574|3300045988|Ga0495776_173176: 1-42,833 (+)

IMGVR_UViG_2814123294_000005|2814123294|2814193235|43920-91643: 1-47,724 (+)

IMGVR_UViG_3300045988_013795|3300045988|Ga0495776_139827: 1-43,793 (+)

IMGVR_UViG_3300029056_000010|3300029056|Ga0169699_100433: 1-43,378 (+)

IMGVR_UViG_3300029372_000238|3300029372|Ga0243963_100135|27449-73466: 1-46,018 (+)

MGV-GENOME-0294130: 1-45,190 (+)

MGV-GENOME-0293975: 1-45,157 (+)

IMGVR_UViG_3300045988_029692|3300045988|Ga0495776_149012: 1-46,049 (+)

MGV-GENOME-0292373: 1-44,816 (+)

IMGVR_UViG_3300045988_043431|3300045988|Ga0495776_093095: 1-44,816 (+)

MGV-GENOME-0293463: 1-45,039 (+)

MGV-GENOME-0293897: 1-45,141 (+)

MGV-GENOME-0324180: 1-45,621 (+)

MGV-GENOME-0293578: 1-45,066 (+)

MGV-GENOME-0300163: 1-45,026 (+)

MGV-GENOME-0293056: 1-44,961 (+)

IMGVR_UViG_3300045988_011507|3300045988|Ga0495776_094600: 1-42,959 (+)

IMGVR_UViG_3300045988_030922|3300045988|Ga0495776_053896: 1-44,944 (+)

MGV-GENOME-0294024: 1-45,168 (+)

MGV-GENOME-0295560: 1-45,519 (+)

IMGVR_UViG_3300045988_048304|3300045988|Ga0495776_170386: 1-45,176 (+)

MGV-GENOME-0295856: 1-45,594 (+)

MGV-GENOME-0299792: 1-46,571 (+)

IMGVR_UViG_3300045988_081878|3300045988|Ga0495776_092705: 1-44,610 (+)

MGV-GENOME-0316199: 1-48,837 (+)

IMGVR_UViG_3300045988_078759|3300045988|Ga0495776_178476: 1-48,837 (+)

MGV-GENOME-0282633: 1-42,759 (+)

MGV-GENOME-0293605: 1-45,074 (+)

IMGVR_UViG_3300045988_068797|3300045988|Ga0495776_179680: 1-44,874 (+)

IMGVR_UViG_3300045988_053891|3300045988|Ga0495776_093021: 1-44,780 (+)

MGV-GENOME-0292253: 1-44,789 (+)

IMGVR_UViG_3300045988_040158|3300045988|Ga0495776_098389: 1-46,074 (+)

IMGVR_UViG_3300045988_030650|3300045988|Ga0495776_137803: 1-45,423 (+)

IMGVR_UViG_3300045988_027457|3300045988|Ga0495776_138071: 1-45,572 (+)

MGV-GENOME-0291685: 1-44,670 (+)

uvig_169549: 1-46,274 (+)

IMGVR_UViG_2915315223_000005|2915315223|2915315250|170974-216005: 1-45,032 (+)

MGV-GENOME-0311913: 1-42,498 (+)

IMGVR_UViG_3300045988_043908|3300045988|Ga0495776_159020: 1-42,498 (+)

MGV-GENOME-0291455: 1-44,613 (+)

IMGVR_UViG_3300045988_054976|3300045988|Ga0495776_148934: 1-42,900 (+)

uvig_98955: 1-44,823 (+)

MGV-GENOME-0294799: 1-45,344 (+)

Norman_24_NODE_7_length_45628_cov_27.888618: 1-45,628 (+)

IMGVR_UViG_3300045988_062071|3300045988|Ga0495776_169507: 1-45,990 (+)

SAMN06164989_a1_ct59454_vs1: 1-51,590 (+)

uvig_539184: 1-48,116 (+)

IMGVR_UViG_3300045988_025987|3300045988|Ga0495776_100013: 1-44,182 (+)

MGV-GENOME-0300496: 1-46,761 (+)

IMGVR_UViG_3300045988_015125|3300045988|Ga0495776_112502: 1-42,418 (+)

IMGVR_UViG_3300045988_012892|3300045988|Ga0495776_109878: 1-41,388 (+)

MGV-GENOME-0275820: 1-41,388 (+)

MGV-GENOME-0262219: 1-38,844 (+)

MGV-GENOME-0279325: 1-42,097 (+)

MGV-GENOME-0274633: 1-41,157 (+)

IMGVR_UViG_3300045988_050792|3300045988|Ga0495776_132708: 1-44,480 (+)

IMGVR_UViG_3300045988_029087|3300045988|Ga0495776_132541: 1-44,394 (+)

MGV-GENOME-0290643: 1-44,422 (+)

IMGVR_UViG_3300045988_064301|3300045988|Ga0495776_132595: 1-44,422 (+)

IMGVR_UViG_3300045988_064728|3300045988|Ga0495776_093059: 1-44,796 (+)

MGV-GENOME-0313209: 1-51,123 (+)

MGV-GENOME-0308576: 1-49,398 (+)

IMGVR_UViG_3300029039_000267|3300029039|Ga0169649_100146|3-49199: 1-49,197 (+)

MGV-GENOME-0295747: 1-45,563 (+)

MGV-GENOME-0267266: 1-39,756 (+)

MGV-GENOME-0268650: 1-40,021 (+)

MGV-GENOME-0265789: 1-39,473 (+)

MGV-GENOME-0268074: 1-39,914 (+)

MGV-GENOME-0265155: 1-39,353 (+)

MGV-GENOME-0268412: 1-39,979 (+)

MGV-GENOME-0265828: 1-39,479 (+)

MGV-GENOME-0277675: 1-41,768 (+)

MGV-GENOME-0271802: 1-40,636 (+)

MGV-GENOME-0271823: 1-40,641 (+)

MGV-GENOME-0267810: 1-39,867 (+)

MGV-GENOME-0267609: 1-39,826 (+)

MGV-GENOME-0278306: 1-41,900 (+)

MGV-GENOME-0270824: 1-40,439 (+)

MGV-GENOME-0265029: 1-39,333 (+)

MGV-GENOME-0269845: 1-40,239 (+)

MGV-GENOME-0267464: 1-39,796 (+)

MGV-GENOME-0269865: 1-40,243 (+)

MGV-GENOME-0303239: 1-46,015 (+)

IMGVR_UViG_3300014528_000110|3300014528|Ga0169870_100170|17580-59792: 1-42,213 (+)

MGV-GENOME-0266441: 1-39,591 (+)

MGV-GENOME-0284199: 1-39,410 (+)

MGV-GENOME-0269868: 1-40,243 (+)

MGV-GENOME-0266037: 1-39,515 (+)

MGV-GENOME-0276575: 1-39,906 (+)

MGV-GENOME-0276584: 1-40,151 (+)

MGV-GENOME-0259940: 1-38,433 (+)

MGV-GENOME-0301804: 1-42,378 (+)

MGV-GENOME-0236476: 1-34,609 (+)

MGV-GENOME-0242241: 1-35,537 (+)

MGV-GENOME-0249617: 1-36,681 (+)

MGV-GENOME-0251999: 1-37,076 (+)

MGV-GENOME-0244508: 1-35,872 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


