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uvig 6027:1-40,368 (+)
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uvig 47322:1-40,402 (+)
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uvig_72124:1-37,856 (+)
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Minot_Diet_SRR5088938_NODE_40_length_37347_cov_46.942159:1-37,347 (+)
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uvig_95350:1-42,179 (+)
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o o0 DO DIEPODA Abt D SDHMACIEHC FK-COOIDDEDIICC DD OO -0

uvig 229255:1-40,4083 (+)
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uvig_147802:1-37,132 (+)
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IMGVR_UViG_3300039331_000284|3300039331|Ga0169804_00108|319-43985: 1-43,667 (+)
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MGV-GENOME-0250871: 1-36,880 (+)

M
O O DOCDEDDD- D NN HOONODEDMILCCOMDD-00D

uvig 448174:1-35,258 (+)
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uvig 269586:1-35246 (+)
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uvig 1733083:1-34,214 (+)
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MGV-GENOME-0229001: 1-33,122 (+)
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SRS056481 al ct17675_vs1:1-29,048 (+)

uvig_447018: 1-40,402 (+)
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MGV-GENOME-0225690: 1-32,518 (+)
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uvig_157063: 1-44,947 (+)
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MGV-GENOME-0202913: 1-28,492 (+)
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uvig_382005: 1-43,615 (+)
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