O S 0RO L )

OTU_1228:1-46,811 (+)

D))V ) ) )

MGV-GENOME-0301671:1-47,119 (+)

OO DO ) ) )

MGV-GENOME-0261274:1-37,523 (+)

o0 ONEDOH ) ) )

uvig_319778:1-47,784 (+)

D))V ) ) )

IMGVR_UViG_3300029748_000012|3300029748|Ga0245205_1000517:1-51,631 (+)

D). ) ) )

MGV-GENOME-0303230: 1-47,606 (+)

[0 ONEDOH ) ) )

SAMEA2580167_al_ct11335: 1-47,507 (+)

D))V ) ) )

uvig_108390: 1-47,562 (+)

O 0 DO ) ) )

IMGVR_UViG_3300028970_000002|3300028970|Ga0169755_100279: 1-47,424 (+)

5L D 0D ) I )

IMGVR_UViG_3300045988_152054[3300045988|Ga0495776_005948: 1-47,606 (+)

D))V ) ) )

OTU_1297:1-45,741 (+)

OO DO ) ) )

MGV-GENOME-0306463: 1-48,694 (+)

o0 ONEDOH ) ) )

IMGVR_UViG_3300045988_143436|3300045988|Ga0495776_134124:1-48,627 (+)

D))V ) ) )

MGV-GENOME-0306239: 1-48,627 (+)

OO DO ) ) I

uvig 4948:1-45,091 (+)

DR E )Y ) ) )

OTU_1194:1-47,395 (+)

D))V ) ) )

IMGVR_UViG_3300045988_139129|3300045988|Ga0495776_005837: 1-47,220 (+)

OO0 DO ) )

IMGVR_UViG_3300045988_151589|3300045988|Ga0495776_117565:1-46,580 (

OO0 DO ) )

uvig_93221:1-46,331 (+)

D))V ) ) 0

uvig_328577:1-47,970 (+)

OO0 DO ) ) I

SAMNO00715250_a1_ct12918:1-47,908 (+)

D))V ) ) 0

uvig_145614:1-47,657 (+)

OO ) ) N

IMGVR_UVIG_ 3300045988 152583|3300045988|Ga0495776_006353: 1-47,041 (+)
k 20000 nt
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)
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