I Ve

MGV-GENOME-0171418:1-23,396 (+)

DO DD

MGV-GENOME-0187521:1-22,736 (+)

D

uvig_208283: 1-20,506 (-)

DB

SRS018826_a1 _ct57119 vs01:1-20,650 (-)

SRS022281 al ct34973_vs01:1-26,300 (+)

OTU_5001:1-23,228 (+)

\ ) )

uvig_428173:1-28,276 (+)

=

SRS047126_al ct11678_vs1:1-23,400 (+)

=

)

MGV-GENOME-0195325: 1-27,145 (+)

=

)

uvig_115704:1-25,697 (+)

MGV-GENOME-0183256:1-25,169 (+)

o=

)

MGV-GENOME-0206223:1-27,192 (+)

)

SRS014690_al _ct17829 vs1:1-28,293 (+)

\ ) )

uvig 509975:1-25,512 (+)

W

MGV-GENOME-4387704: 1-24,886 (+)

MGV-GENOME-0199877:1-27,953 (+)

TR

\ Y )

SRS018394_al ct38161 vsO1:1-24,585 (+)

=

DD

MGV-GENOME-0165218:1-22,528 (+)

=

DD

SRS022536_a1 ct37572_vs01:1-23,639 (+)

=

)

OTU_5187:1-22,392 (+)

MGV-GENOME-0176576:1-24,154 (+)

MGV-GENOME-0218086: 1-31,216 (+)

c I TPPC PSP ITPTOP P $PT

HE

MGV-GENOME-0203460: 1-28,588 (+)
t 10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




