
MGV-GENOME-0295978: 1-41,496 (+)

MGV-GENOME-0294201: 1-41,215 (+)

MGV-GENOME-0317638: 1-53,057 (+)

MGV-GENOME-0281133: 1-42,459 (+)

IMGVR_UViG_3300045988_137170|3300045988|Ga0495776_109912: 1-41,401 (+)

MGV-GENOME-0277856: 1-41,805 (+)

MGV-GENOME-0267370: 1-39,777 (+)

MGV-GENOME-0251018: 1-36,905 (+)

MGV-GENOME-0251034: 1-36,907 (+)

MGV-GENOME-0263165: 1-37,360 (+)

MGV-GENOME-0253237: 1-37,292 (+)

IMGVR_UViG_3300029181_000132|3300029181|Ga0167506_100014|73075-125983: 1-52,909 (+)

Han_2018_ERR1398177_NODE_148_length_54582_cov_46.198232: 1-54,582 (+)

MGV-GENOME-0240619: 1-35,315 (+)

MGV-GENOME-0240588: 1-35,310 (+)

MGV-GENOME-0280301: 1-30,066 (+)

MGV-GENOME-0256690: 1-35,332 (+)

MGV-GENOME-0238857: 1-35,056 (+)

MGV-GENOME-0253875: 1-34,814 (+)

IMGVR_UViG_3300045988_148854|3300045988|Ga0495776_110382: 1-41,601 (+)

MGV-GENOME-0276870: 1-41,601 (+)

uvig_18412: 1-23,714 (+)

uvig_465945: 1-33,550 (+)

20000 nt

defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


