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MGV-GENOME-0213975:1-30,469 (+)
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MGV-GENOME-0211338:1-29,978 (+)
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MGV-GENOME-0218560: 1-31,306 (+)
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MGV-GENOME-0208925: 1-29,555 (+)
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MGV-GENOME-0282096: 1-40,148 (+)

MGV-GENOME-0250765: 1-36,860 (+)

é

MGV-GENOME-0257787:1-38,069 (+)
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Ma_2019_SRR413615 NODE 653 _length_34240_cov_6.801287: 1-34,240 (+
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MGV-GENOME-0303861: 1-40,998 (+)
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MGV-GENOME-0229716:1-33,263 (+)

%

MGV-GENOME-0203300: 1-28,556 (+)
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MGV-GENOME-0211381:1-29,985 (+)

é

uvig_447516:1-45,969 (+)

MGV-GENOME-0258555:1-38,191 (+)
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IMGVR_UViG_3300045988_099171|3300045988|Ga0495776_027435: 1-41,969 (+)

é

MGV-GENOME-0260648: 1-38,566 (+)

é

SRS077454 al _ct16667_vs1:1-36,873 (+)
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MGV-GENOME-0259794:1-38,412 (+)

MGV-GENOME-0234297:1-34,165 (+)
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MGV-GENOME-0224959:1-32,388 (+)

é

MGV-GENOME-0225710: 1-32,522 (+)

é

MGV-GENOME-0226080: 1-32,583 (+)

é

uvig_194863: 1-40,645 (+)
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