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-
MGV-GENOME-0329783: 1-58,942 (+)

ISR )Y, ) ), D

MGV-GENOME-0331166:1-57,912 (+) N

OO 0O SDIpE D

uvig 270688:1-62,999 (+) .

D ) )) Y, ) ),

VIR B ) D

MGV-GENOME-0331043:1-59,117 (+)

DD D)) Y.) DY), D D

-
IMGVR_UViG_2571042831_000001|2571042831|2571151600|22841-85909: 1-63,069 (+)
D) V)Y, B )Y, D
TemPhD_cluster_17102: 1-61,120 (+)

C OO R0ODE SDIpE D )

TemPhD_cluster_56755:1-61,133 (+) .

D D)) D) B ), D N

-
IMGVR_UViG_3300023720_000248|3300023720|Ga0257049_100059|3-63447: 1-63,445 (+)

IV EDIED)Y)D, ) B, D

\MG\/R,U\/iG,257(>861536,OOOOO4|2576861536\5576894833|31198798245: 1-67,048 (+)

C OO R0OE— SDIpE DT

TemPhD_cluster_46076:1-61,658 (+) .

DD D)) DY),

IMGVR_UViG_3300039345_000019|3300039345|Ga0169235_0011|2-62842: 1-62,841 (+)

ISR )Y)D, ) ) D,
OO RO DD DM

\MG\/RiuviGi33OOO459887160558|3300045988E30495776,156412: 1-61,223(+)

DD D)), DY),

uvig_154328:1-72,126 (+)

MGV-GENOME-0289418:1-43,313 (+)

SAMEA2737787_al_ct9275:1-64,592 (+)

%

\MG\/R,U\/in33OOOZ9229,OOOOO4I3300029229\5301674707100388: 1-62,325 (+)

?

uvig 288395:1-64,276 (+)

%

bl

MGV-GENOME-0326797:1-57,465 (+)
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