
MGV-GENOME-0249228: 1-35,307 (+)

uvig_247166: 1-33,989 (+)

MGV-GENOME-0269092: 1-34,236 (+)

MGV-GENOME-0242801: 1-33,511 (+)

MGV-GENOME-0241810: 1-33,390 (+)

MGV-GENOME-0221454: 1-31,802 (+)

IMGVR_UViG_2576861551_000003|2576861551|2576898433|1-35596: 1-35,596 (+)

IMGVR_UViG_2576861300_000004|2576861300|2576881911|3-35289: 1-35,287 (+)

IMGVR_UViG_2588254073_000004|2588254073|2588303863|62-34859: 1-34,798 (+)

uvig_114353: 1-46,025 (+)

uvig_465318: 1-40,099 (+)

IMGVR_UViG_2648501423_000002|2648501423|2648527911|4528598-4564622: 1-36,025 (+)

Kang_0003_ST001_A_NODE_5_length_37361_cov_254.361470: 1-37,361 (+)

TemPhD_cluster_50857: 1-37,307 (+)

SAMN00792049_a1_ct7176_vs1: 1-39,800 (+)

uvig_331096: 1-38,461 (+)

ivig_4027: 1-37,311 (+)

uvig_233758: 1-34,576 (+)

IMGVR_UViG_2576861546_000005|2576861546|2576897465|2-38228: 1-38,227 (+)

uvig_221557: 1-36,921 (+)

MGV-GENOME-0259674: 1-33,847 (+)

MGV-GENOME-0181119: 1-24,835 (+)

MGV-GENOME-0197512: 1-27,533 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


