IMGVR_UViG_3300029464_000020|3300029464|Ga0244165_100407: 1-36,936 (+)

IMGVR_UViG_3300045988_130395|3300045988|Ga0495776_015761:1-37,118 ()

MGV-GENOME-0249674:1-36,690 (-)

IMGVR_UViG_3300029554_000031|3300029554|Ga0245041_100509: 1-36,757 (-)

SAMEA2737658_al_ct59831 vs1:1-33,986 (-)

MGV-GENOME-0251186:1-36,932 (-)

MGV-GENOME-0252050: 1-37,085 (-)

IMGVR_UViG_3300029240_000025|3300029240|Ga0168677_100745: 1-36,834 (-)

IMGVR_UViG_3300045988_138208|3300045988|Ga0495776_127096: 1-36,687 (-)

MGV-GENOME-0249917:1-36,730 (-)

Ma_2019_SRR341718 NODE_287_length_37237_cov_5.511296:1-37,237 (-)

IMGVR_UViG_3300045988_129680|3300045988|Ga0495776_016093:1-37,310(-)

IMGVR_UViG_3300045988_138500|3300045988|Ga0495776_016059: 1-37,209 (-)

MGV-GENOME-0254942: 1-37,580 (-)

uvig_223149:1-38,022 (-)

uvig_565007: 1-36,364 (-)

uvig_118287:1-37,282 (-)

IMGVR_UViG_3300029059_000014|3300029059|Ga0169653_100471: 1-37,326 (-)

uvig_59250: 1-38,165 (-)

uvig_17750: 1-37,344 (-)

IMGVR_UViG_3300045988_136521|3300045988|Ga0495776_044748:1-37,337 (-)

IMGVR_UViG_3300045988_133921|3300045988|Ga0495776_103213:1-35,519 ()

MGV-GENOME-0228141:1-32,952 (-)
f 10000 nt i




