
IMGVR_UViG_3300007315_000001|3300007315|Ga0104930_100003: 1-237,799 (+)

IMGVR_UViG_3300008556_000002|3300008556|Ga0111059_100006: 1-236,317 (+)

IMGVR_UViG_3300007123_000012|3300007123|Ga0102684_100005: 1-239,045 (+)

IMGVR_UViG_3300006321_000001|3300006321|Ga0099624_100005: 1-237,594 (+)

IMGVR_UViG_3300008274_000001|3300008274|Ga0114252_100003: 1-234,424 (+)

IMGVR_UViG_3300045988_069058|3300045988|Ga0495776_003997: 1-237,745 (+)

SAMEA2738152_b1_ct7: 1-237,690 (+)

IMGVR_UViG_3300008362_000009|3300008362|Ga0115107_100006: 1-236,647 (+)

IMGVR_UViG_3300007566_000003|3300007566|Ga0104970_1000006: 1-238,556 (+)

IMGVR_UViG_3300008660_000003|3300008660|Ga0111492_100001: 1-239,650 (+)

SRS076821_a1_ct6082: 1-233,447 (+)

MGV-GENOME-0379748: 1-232,104 (+)

IMGVR_UViG_3300007220_000003|3300007220|Ga0104054_100016: 1-234,807 (+)

IMGVR_UViG_3300008125_000001|3300008125|Ga0114856_1000005: 1-235,426 (+)

IMGVR_UViG_3300007531_000007|3300007531|Ga0105502_1000013: 1-233,661 (+)

IMGVR_UViG_3300008333_000003|3300008333|Ga0115302_100003: 1-232,039 (+)

IMGVR_UViG_7000000687_000026|7000000687|SRS053854_LANL_scaffold_26921: 1-231,939 (+)

MGV-GENOME-0379764: 1-234,676 (+)

IMGVR_UViG_3300008636_000002|3300008636|Ga0111420_100019: 1-234,740 (+)

IMGVR_UViG_7000000442_000036|7000000442|SRS051791_LANL_scaffold_33739: 1-233,400 (+)

IMGVR_UViG_3300007648_000009|3300007648|Ga0105531_100013: 1-233,675 (+)

IMGVR_UViG_3300045988_075852|3300045988|Ga0495776_079861: 1-234,886 (+)

MGV-GENOME-0378629: 1-183,143 (+)

90000 nt

defence (PADLOC) AMR (AMRFinderPlus)


