PP O DDA I A KA CD

—
MGV-GENOME-0225044: 1-32,403 (+)

DY/ B B s VA0, S (O G G o/, GHN (%0 € ¢ O G (G S O -

MGV-GENOME-0286427:1-31,826 (+)

OO O DDA IO KK KKK

—
MGV-GENOME-0213493: 1-30,382 (+)

PP O DDA A KA ACKD

- —
MGV-GENOME-0206387: 1-29,124 (+)

MGV-GENOME-0197372:1-27,510 (+)

DD, B L I, e b€ (O N (O N (05 U O O (O O O O (O .

—
MGV-GENOME-0212146:1-30,126 (+)

MGV-GENOME-0208519:1-29,487 (+)

I b B B I g /(O O N 0 0040 .0 O O (0 O O O O

MGV-GENOME-0206670: 1-29,170 (+)
MGV-GENOME-0211437:1-29,995 (+)

MGV-GENOME-0201109: 1-28,165 (+)

[ OPDE O PP IR AR KA KD

MGV-GENOME-0209279: 1-29,620 (+)

PP O DI IO KA KD

MGV-GENOME-0205824: 1-29,025 (+)
MGV-GENOME-0209595:1-29,672 (+)
MGV-GENOME-0197909: 1-27,605 (+)
MGV-GENOME-0201022: 1-28,149 (+)
MGV-GENOME-0174519:1-23,847 (+)
MGV-GENOME-0186002: 1-25,596 (+)
MGV-GENOME-0183787:1-25,252 (+)
MGV-GENOME-0185454:1-25,512 (+)
MGV-GENOME-0183503: 1-25,207 (+)
MGV-GENOME-0202138: 1-28,357 (+)
MGV-GENOME-0202257: 1-28,375 (+)
MGV-GENOME-0202285:1-28,380 (+)
MGV-GENOME-0213444:1-30,376 (+)

MGV-GENOME-0237722:1-30,516 (+)

[ OPDE O PP KO3 CRR KA KD

MGV-GENOME-0245473:1-32,409 (+)

MGV-GENOME-4405629:1-31,781 (+)

MGV-GENOME-0235312: 1-34,374 (+)

MGV-GENOME-0316023:1-31,496 (+)

[ OPDE O DDA OO HKIC XKD

MGV-GENOME-0231192: 1-33,554 (+)

[ OPDE O DDA KO KA KA KD

MGV-GENOME-0226291:1-32,621 (+)

[ OPDE O PP IR AR KA KD

MGV-GENOME-0243003: 1-32,389 (+)

MGV-GENOME-0224166:1-32,251 (+)

[ OPDE O DD KK AR KA KD

MGV-GENOME-0295988: 1-32,389 (+)

[ OPDE O DDA KA E R KIA A ACKED

MGV-GENOME-0246083:1-31,672 (+)

[ OPDE O DD OO KA D

SRS143417_al_ct4014_vs01: 1-33,641 (+)

MGV-GENOME-0242014: 1-35,505 (+)

MGV-GENOME-0259594: 1-38,379 (+)

[ OPDE O OB KA~ KIA A CKED

MGV-GENOME-0220304: 1-31,607 (+)

Db I g VO (O N 0 O o O O O (O O O O (N € O O O

MGV-GENOME-0213961: 1-30,468 (+)
MGV-GENOME-0215731:1-30,791 (+)
MGV-GENOME-0226016:1-32,574 (+)
MGV-GENOME-0254389:1-32,150 (+)

MGV-GENOME-0223626:1-32,163 (+)

uvig 194248:1-33,710 (+)

[ OPDE O PP KA KIA A ACKED

MGV-GENOME-0254372: 1-33,052 (+)

MGV-GENOME-0259231:1-33,261 (+)

uvig_77600: 1-34,453 (+)

[ PO DDA ORI AR KA

MGV-GENOME-0247171:1-33,833 (+)

MGV-GENOME-0260331: 1-30,892 (+)
ivig 4196:1-26,963 (+)
MGV-GENOME-0204065: 1-28,693 (+)

MGV-GENOME-0190944: 1-26,409 (+)

MGV-GENOME-0266339: 1-34,264 (+)

MGV-GENOME-0242575: 1-33,066 (+)

MGV-GENOME-0257265:1-34,941 (+)

MGV-GENOME-0257185: 1-33,075 (+)

MGV-GENOME-0272544:1-33,210 (+)

MGV-GENOME-0348952: 1-39,582 (+)

MGV-GENOME-0289270:1-29,384 (+)

MGV-GENOME-0198478:1-27,709 (+)

MGV-GENOME-0193333: 1-26,807 (+)

MGV-GENOME-0197127:1-27,464 (+)

MGV-GENOME-0284080: 1-32,272 (+)

[ OPDE O DDA =OAEKC K KIA A ACKED

MGV-GENOME-0198117:1-27,642 (+)

[ OPDE O DDA A KK XK=

MGV-GENOME-0343025: 1-27,189 (+)

MGV-GENOME-0196498:1-27,352 (+)

Db B, NS I D 7 O O N 0 o (0 O ({0 O O O 0 O O O O O

MGV-GENOME-0343112:1-27,355 (+)

Db B N g VO O N 0 0 O O O O N <, N O e O O

MGV-GENOME-0195296:1-27,139 (+)

[ OPDE O DDA AR KK KD

MGV-GENOME-0193998:1-26,921 (+)

DD, B B, I D, /G O O G G o U O 0 O G, (€ O O

MGV-GENOME-0199670:1-27,917 (+)
MGV-GENOME-0197848:1-27,595 (+)
MGV-GENOME-0183896: 1-25,269 (+)
MGV-GENOME-0177217:1-24,254 (+)
MGV-GENOME-0183893:1-25,269 (+)
MGV-GENOME-0185218:1-25,472 (+)

MGV-GENOME-0183192: 1-25,160 (+)

Db B g VO O N 0 G O (O O O N (O O O O

MGV-GENOME-0196603: 1-27,370 (+)

MGV-GENOME-0196941:1-27,429 (+)

MGV-GENOME-0201205:1-28,184 (+)

MGV-GENOME-0267362:1-34,317 (+)

[ OPDE O O AR KA K=

MGV-GENOME-0300585: 1-33,202 (+)

MGV-GENOME-0213517:1-30,386 (+)

MGV-GENOME-0273071:1-40,871 (+)

DY/ B s VA O (O G o | S (9 (0 o MYV (O 0040 O G (G G O

MGV-GENOME-0261966: 1-38,800 (+)

[ OPDE O PP O KR DK KIA A ACKETD

MGV-GENOME-0270350: 1-40,339 (+)

PO O OB =D O MR A KA =D

uvig_481505:1-48,887 (+)

0D O ORI AR AEE R ) K=CD

uvig 76136:1-30,439 (+)

MGV-GENOME-0213793:1-30,014 (+)

uvig 226827:1-42,995 (+)

B0 OC DD [T OO CKHPDAKI KA KA KD
uvig_240571:1-43,482 (+)

[ OPDE O OB =< (K KO KKK KIA A ACKED

uvig 191168:1-46,412 (+)

uvig 152680_:1-49,036 (+)

MGV-GENOME-4415454:1-25,766 (+)

MGV-GENOME-0183213:1-25,164 (+)

MGV-GENOME-0187176:1-25,794 (+)

MGV-GENOME-0189007: 1-26,086 (+)

MGV-GENOME-0192051:1-26,592 (+)

MGV-GENOME-0178984: 1-24,515 (+)

MGV-GENOME-0191630: 1-26,516 (+)

MGV-GENOME-0178022:1-24,369 (+)

MGV-GENOME-0294984: 1-42,020 (+)

uvig 410647:1-33,191 (+)

MGV-GENOME-0225854: 1-32,545 (+)

MGV-GENOME-0217550: 1-31,125 (+)

MGV-GENOME-0204093: 1-28,028 (+)

uvig 55786:1-34,334 (+)

MGV-GENOME-0235126:1-31,449 (+)

[ OPDE OB EA=HO- DA R KK KICED

MGV-GENOME-0244973:1-32,345 (+)

[ OPDE OB IO KA KD

MGV-GENOME-0223498:1-32,143 (+)

MGV-GENOME-0223512:1-32,145 (+)

MGV-GENOME-0227766:1-32,370 (+)

[ OPDE B A HD—- KR I AACKED

MGV-GENOME-0222283:1-31,945 (+)

MGV-GENOME-0216024: 1-30,844 (+)

MGV-GENOME-0225403: 1-32,466 (+)

MGV-GENOME-0222834: 1-32,042 (+)

MGV-GENOME-0255957:1-33,901 (+)

[ OPDE B XA KA KD

MGV-GENOME-0214239:1-30,521 (+)

[ OPDE B AR R K=CED

MGV-GENOME-0230750: 1-33,019 (+)

[ DD OB MR KA A<D

MGV-GENOME-0198154: 1-27,648 (+)

[ OPDE BRI AR DA R KD

MGV-GENOME-0191878:1-26,563 (+)

MGV-GENOME-0195748:1-27,220 (+)

ivig_4235:1-35,765 (+)
k 10000 nt {
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