
MGV-GENOME-0289027: 1-44,062 (+)

IMGVR_UViG_3300045988_154369|3300045988|Ga0495776_099792: 1-44,062 (+)

IMGVR_UViG_3300014791_000201|3300014791|Ga0134447_1000087|2-42801: 1-42,800 (+)

IMGVR_UViG_3300014563_000159|3300014563|Ga0134418_1000104|1-42990: 1-42,990 (+)

MGV-GENOME-0246721: 1-36,209 (+)

OTU_1224: 1-46,832 (+)

MGV-GENOME-0291979: 1-44,733 (+)

IMGVR_UViG_3300007362_000318|3300007362|Ga0104788_100293|351-45798: 1-45,448 (+)

MGV-GENOME-0295428: 1-45,488 (+)

IMGVR_UViG_3300045988_169477|3300045988|Ga0495776_137862: 1-45,453 (+)

IMGVR_UViG_3300029387_000308|3300029387|Ga0243994_100209|34386-83360: 1-48,975 (+)

IMGVR_UViG_3300029418_000330|3300029418|Ga0243993_100155|41411-86828: 1-45,418 (+)

IMGVR_UViG_3300045988_169959|3300045988|Ga0495776_054456: 1-45,220 (+)

MGV-GENOME-0294268: 1-45,220 (+)

IMGVR_UViG_3300029706_000299|3300029706|Ga0245271_100231|42127-87044: 1-44,918 (+)

MGV-GENOME-0278602: 1-41,958 (+)

OTU_1293: 1-45,791 (+)

IMGVR_UViG_3300045988_150565|3300045988|Ga0495776_097153: 1-47,908 (+)

IMGVR_UViG_3300029748_000189|3300029748|Ga0245205_1000586: 1-45,744 (+)

IMGVR_UViG_3300045988_142283|3300045988|Ga0495776_028111: 1-42,271 (+)

MGV-GENOME-0314606: 1-51,722 (+)

IMGVR_UViG_3300045988_188399|3300045988|Ga0495776_000567|385-46374: 1-45,990 (+)

IMGVR_UViG_3300045988_128130|3300045988|Ga0495776_112927: 1-42,613 (+)

MGV-GENOME-0281861: 1-42,613 (+)

SAMEA1906444_a1_ct150676_vs1: 1-50,150 (+)

IMGVR_UViG_3300045988_154254|3300045988|Ga0495776_117444: 1-46,502 (+)

IMGVR_UViG_3300029715_000473|3300029715|Ga0245215_1000542|343-44360: 1-44,018 (+)

IMGVR_UViG_3300045988_135535|3300045988|Ga0495776_099603: 1-43,949 (+)

IMGVR_UViG_3300045988_133789|3300045988|Ga0495776_053873: 1-44,932 (+)

MGV-GENOME-0292464: 1-44,835 (+)

IMGVR_UViG_3300029845_000383|3300029845|Ga0245277_1000341|19572-62940: 1-43,369 (+)

IMGVR_UViG_3300045988_136165|3300045988|Ga0495776_136550: 1-47,122 (+)

IMGVR_UViG_3300045988_139734|3300045988|Ga0495776_092805: 1-44,671 (+)

IMGVR_UViG_3300008360_000384|3300008360|Ga0114875_1000142|42545-86650: 1-44,106 (+)

IMGVR_UViG_7000000032_000253|7000000032|SRS024132_Baylor_scaffold_11143: 1-47,021 (+)

OTU_1274: 1-46,083 (+)

MGV-GENOME-0283432: 1-42,883 (+)

IMGVR_UViG_3300045988_143142|3300045988|Ga0495776_136111: 1-46,792 (+)

IMGVR_UViG_3300028911_000194|3300028911|Ga0168754_100146|22276-68102: 1-45,827 (+)

MGV-GENOME-0300605: 1-46,792 (+)

IMGVR_UViG_3300030387_000094|3300030387|Ga0168759_100392: 1-46,928 (+)

IMGVR_UViG_3300045988_139413|3300045988|Ga0495776_132914: 1-44,583 (+)

OTU_1408: 1-44,722 (+)

IMGVR_UViG_3300045988_123909|3300045988|Ga0495776_015979: 1-45,869 (+)

MGV-GENOME-0302082: 1-47,253 (+)

IMGVR_UViG_7000000628_000290|7000000628|SRS015782_WUGC_scaffold_17855: 1-45,494 (+)

MGV-GENOME-0273483: 1-40,948 (+)

IMGVR_UViG_3300045988_118204|3300045988|Ga0495776_071168: 1-41,917 (+)

MGV-GENOME-0315204: 1-51,990 (+)

IMGVR_UViG_3300045988_187958|3300045988|Ga0495776_095493|297-43534: 1-43,238 (+)

MGV-GENOME-0304614: 1-48,065 (+)

MGV-GENOME-0315743: 1-52,235 (+)

IMGVR_UViG_3300045988_184983|3300045988|Ga0495776_114182|501-44041: 1-43,541 (+)

IMGVR_UViG_3300045988_131512|3300045988|Ga0495776_071500: 1-40,034 (+)

MGV-GENOME-0255764: 1-37,718 (+)

IMGVR_UViG_3300029124_000318|3300029124|Ga0169224_1000096|20358-66644: 1-46,287 (+)

IMGVR_UViG_3300045988_157938|3300045988|Ga0495776_028149: 1-49,070 (+)

MGV-GENOME-0302835: 1-47,475 (+)

IMGVR_UViG_3300045988_145415|3300045988|Ga0495776_134213: 1-48,687 (+)

MGV-GENOME-0305607: 1-48,424 (+)

MGV-GENOME-0292405: 1-44,822 (+)

IMGVR_UViG_3300045988_139737|3300045988|Ga0495776_056199: 1-43,490 (+)

MGV-GENOME-0293924: 1-45,147 (+)

IMGVR_UViG_3300008497_000135|3300008497|Ga0111011_100258: 1-47,206 (+)

MGV-GENOME-0256483: 1-37,847 (+)

MGV-GENOME-0323072: 1-55,705 (+)

IMGVR_UViG_3300045988_188008|3300045988|Ga0495776_130581|8733-55403: 1-46,671 (+)

IMGVR_UViG_3300045988_157751|3300045988|Ga0495776_028641: 1-49,454 (+)

MGV-GENOME-0308722: 1-49,454 (+)

SAMN09781752_a1_ct116894_vs1: 1-52,050 (+)

IMGVR_UViG_3300045988_143942|3300045988|Ga0495776_136521: 1-47,101 (+)

MGV-GENOME-0301102: 1-46,941 (+)

IMGVR_UViG_3300045988_166644|3300045988|Ga0495776_029883: 1-47,441 (+)

IMGVR_UViG_3300045988_166112|3300045988|Ga0495776_136557: 1-47,127 (+)

IMGVR_UViG_3300045988_163785|3300045988|Ga0495776_096886: 1-47,704 (+)

IMGVR_UViG_3300045988_167460|3300045988|Ga0495776_029841: 1-47,415 (+)

IMGVR_UViG_3300045988_145978|3300045988|Ga0495776_029829: 1-47,405 (+)

IMGVR_UViG_3300045988_150884|3300045988|Ga0495776_029718: 1-47,324 (+)

IMGVR_UViG_3300045988_159407|3300045988|Ga0495776_134289: 1-48,738 (+)

MGV-GENOME-0302114: 1-47,261 (+)

MGV-GENOME-0303837: 1-47,804 (+)

IMGVR_UViG_3300029783_000258|3300029783|Ga0243236_1000319|9149-56050: 1-46,902 (+)

MGV-GENOME-0316006: 1-52,343 (+)

MGV-GENOME-0314845: 1-51,831 (+)

MGV-GENOME-0318408: 1-53,391 (+)

MGV-GENOME-0312226: 1-50,736 (+)

IMGVR_UViG_3300045988_173986|3300045988|Ga0495776_058047: 1-50,736 (+)

IMGVR_UViG_3300045988_180461|3300045988|Ga0495776_077345: 1-53,406 (+)

IMGVR_UViG_3300045988_170933|3300045988|Ga0495776_095670: 1-52,186 (+)

MGV-GENOME-0316268: 1-52,455 (+)

MGV-GENOME-0294639: 1-45,307 (+)

IMGVR_UViG_3300045988_144109|3300045988|Ga0495776_054490: 1-45,241 (+)

MGV-GENOME-0304372: 1-47,980 (+)

MGV-GENOME-0306100: 1-48,581 (+)

MGV-GENOME-0304866: 1-48,141 (+)

MGV-GENOME-0304985: 1-48,191 (+)

IMGVR_UViG_3300045988_184675|3300045988|Ga0495776_037160|3-48453: 1-48,451 (+)

IMGVR_UViG_3300045988_185322|3300045988|Ga0495776_073932|8744-58381: 1-49,638 (+)

IMGVR_UViG_3300045988_179105|3300045988|Ga0495776_057655: 1-53,137 (+)

MGV-GENOME-0328735: 1-58,383 (+)

MGV-GENOME-0325861: 1-57,017 (+)

MGV-GENOME-0322527: 1-55,451 (+)

IMGVR_UViG_3300045988_186998|3300045988|Ga0495776_130344|259-47034: 1-46,776 (+)

MGV-GENOME-0327819: 1-57,920 (+)

IMGVR_UViG_3300045988_186451|3300045988|Ga0495776_056593|3-51386: 1-51,384 (+)

MGV-GENOME-0285515: 1-43,281 (+)

IMGVR_UViG_3300045988_178305|3300045988|Ga0495776_095348: 1-51,818 (+)

MGV-GENOME-0323340: 1-55,838 (+)

IMGVR_UViG_3300045988_166688|3300045988|Ga0495776_130705: 1-55,838 (+)

IMGVR_UViG_3300045988_161353|3300045988|Ga0495776_114629: 1-52,709 (+)

IMGVR_UViG_3300045988_172669|3300045988|Ga0495776_134425: 1-48,840 (+)

MGV-GENOME-0306897: 1-48,840 (+)

IMGVR_UViG_3300045988_167951|3300045988|Ga0495776_136396: 1-47,004 (+)

MGV-GENOME-0319311: 1-53,833 (+)

IMGVR_UViG_3300045988_177438|3300045988|Ga0495776_077696: 1-53,833 (+)

MGV-GENOME-0260031: 1-38,448 (+)

MGV-GENOME-0225941: 1-32,561 (+)

MGV-GENOME-0224725: 1-32,351 (+)

MGV-GENOME-0226929: 1-32,734 (+)

MGV-GENOME-0221909: 1-31,884 (+)

MGV-GENOME-0231531: 1-33,620 (+)

MGV-GENOME-0231817: 1-33,677 (+)

MGV-GENOME-0260280: 1-38,496 (+)

MGV-GENOME-0247185: 1-36,275 (+)

MGV-GENOME-0193991: 1-26,920 (+)

MGV-GENOME-0255578: 1-37,688 (+)

MGV-GENOME-0262267: 1-38,853 (+)

MGV-GENOME-0273434: 1-40,940 (+)

IMGVR_UViG_3300045988_159650|3300045988|Ga0495776_072091: 1-40,274 (+)

MGV-GENOME-0276890: 1-41,606 (+)

IMGVR_UViG_3300045988_140361|3300045988|Ga0495776_110389: 1-41,606 (+)

MGV-GENOME-0265180: 1-39,358 (+)

MGV-GENOME-0220234: 1-31,594 (+)

MGV-GENOME-0255314: 1-37,644 (+)

MGV-GENOME-0223600: 1-32,159 (+)

IMGVR_UViG_3300045988_172158|3300045988|Ga0495776_132410: 1-44,323 (+)

MGV-GENOME-0250043: 1-36,745 (+)

MGV-GENOME-0250759: 1-36,859 (+)

MGV-GENOME-0279218: 1-42,076 (+)

IMGVR_UViG_3300045988_152118|3300045988|Ga0495776_027682: 1-42,076 (+)

MGV-GENOME-0282537: 1-42,741 (+)

MGV-GENOME-0303639: 1-47,732 (+)

MGV-GENOME-0303931: 1-47,839 (+)

IMGVR_UViG_3300045988_187566|3300045988|Ga0495776_026950|9737-56366: 1-46,630 (+)

MGV-GENOME-0299660: 1-46,532 (+)

IMGVR_UViG_3300045988_163152|3300045988|Ga0495776_029593: 1-47,238 (+)

IMGVR_UViG_3300045988_172093|3300045988|Ga0495776_055996: 1-43,387 (+)

MGV-GENOME-0261685: 1-38,750 (+)

20000 nt
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