uvig_587780:1-36,887 (+)
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uvig_580123:1-34,951 (+)
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uvig 597177:1-34,865 (+)
MGV-GENOME-4414597:1-30,891 (+)

MGV-GENOME-0215922: 1-30,824 (+)

MGV-GENOME-0367209: 1-42,609 (+)
MGV-GENOME-0229962: 1-33,310 (+)
MGV-GENOME-0228234: 1-32,968 (+)

MGV-GENOME-0209956: 1-29,742 (+)
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MGV-GENOME-0236213:1-34,564 (+)
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MGV-GENOME-0234144:1-31,363 (+)

uvig 351256:1-32,294 (+)

MGV-GENOME-0260603: 1-38,559 (+)
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