)

IMGVR_UViG_3300007355_000002|3300007355|Ga0104762_1000138: 1-39,675 (+)

L LT D ACDEDDDU

MGV-GENOME-0245415:1-36,007 (+)
IMGVR_UViG_3300008630_000002|3300008630|Ga0111367_100150: 1-39,603 (+)

)
)

MGV-GENOME-0266576:1-39,616 (-)

MGV-GENOME-0261743:1-38,761 (")

IMGVR_UViG_3300045988_179959|3300045988|Ga0495776_128441:1-39,265 (-)

)
)

MGV-GENOME-0266325:1-39,570 (-)

MGV-GENOME-0266497:1-39,602 (-)

IMGVR_UViG_3300045988_179695|3300045988|Ga0495776_025946: 1-39,464 (-)

)

SRS019128 a1l ct27915:1-39,638 (+)

IMGVR_UViG_7000000228_000001|7000000228|SRS022602_Baylor_scaffold_123205: 1-39,640 (-)

o0 OO XA K KKK HD—@
L OO DO XK KRR KR K —C

IMGVR_UViG_7000000713_000002|7000000713|SRS024355_LANL _scaffold_47130: 1-39,360 (-)

IMGVR_UViG_3300008135_000011|3300008135|Ga0111463_1000187: 1-39,518 (-)

IMGVR_UViG_3300006322_000003|3300006322]|Ga0099623_1000212: 1-39,420 (-)

IMGVR_UViG_3300009381_000003|3300009381|Ga0115415_1000362: 1-39,419 (-)

)

MGV-GENOME-0263260: 1-39,025 (-)

Han_2018_ERR1398163 NODE_114 length_39074 cov_4.991722:1-39,074 (+)

IMGVR_UViG_3300007791_000016|3300007791|Ga0105806_1000202: 1-39,741 (-)

IMGVR_UViG_3300008346_000003|3300008346]|Ga0115410_100235: 1-39,666 (-)

o0 DO XK AR KA K ——C
o0 DO XK AR KO O —C
oD OO XK A=K KK K —E&——C
L oD OO XK AR KK KB E—
OO0 OB KKK KX KO
oD OO XK HAAAI I KO KO
L 0 ODOIDEM XK HOKORKE KK KKK TED -

IMGVR_UViG_7000000708_000034|7000000708|SRS023938 _Baylor_scaffold_60977:1-37,421 (+)

L OO0 DD XK A= KA EC =& ——E

IMGVR_UViG_7000000007_000023|7000000007|SRS017139_Baylor_scaffold_107020: 1-39,334 (-)

) O OO AKX EE <@

MGV-GENOME-0218889:1-31,369 (-)
f 10000 nt i




