Mycobacterium_phage_Rabbs: 1-42,430 (+)

Mycobacterium_Phage_Taheera: 1-41,077 (+)
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GQ303261.1:1-41,901 (+)

Mycobacterium_phage_DMoney: 1-41,880 (+)

Mycobacterium_phage_Phreak: 1-41,901 (+)
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Mycobacterium_phage_Chance64: 1-41,9083 (+)
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Mycobacterium_phage_Avrafan: 1-41,901 (+)

Mycobacterium_phage_Renaissance: 1-41,879 (+)

Mycobacterium_phage_BruceB: 1-41,901 (+)
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Mycobacterium_phage_LouisV14: 1-44,145 (+)

Mycobacterium_phage_Frosty24:1-41,901 (+)

Mycobacterium_phage_Peeb: 1-41,876 (+)
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Mycobacterium_phage_Jolene: 1-42,305 (+)
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NC_008202.2: 1-42,289 (+)

KJ725374.1: 1-40,086 (+)

NC_021556.1:1-39,981 (+)

KC787108.1:1-39,520 (+)

NC_023705.1: 1-41,650 (+)

Mycobacterium_phage_Periodt: 1-42,498 (+)
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Mycobacterium_phage_Grizzly: 1-41,752 (+)
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Mycobacterium_phage_Paito: 1-42,311 (+)

t 10000 nt {
tRNA

I




