
MGV-GENOME-0379767: 1-235,074 (+)

SAMEA2738100_b1_ct5: 1-236,415 (+)

IMGVR_UViG_3300045988_134803|3300045988|Ga0495776_004009: 1-243,610 (+)

IMGVR_UViG_3300045988_115074|3300045988|Ga0495776_003996: 1-237,302 (+)

IMGVR_UViG_3300045988_124455|3300045988|Ga0495776_079867: 1-237,134 (+)

IMGVR_UViG_3300008283_000006|3300008283|Ga0110914_100001: 1-240,156 (+)

IMGVR_UViG_3300006319_000002|3300006319|Ga0099581_100005: 1-238,558 (+)

IMGVR_UViG_3300008090_000007|3300008090|Ga0114309_100007: 1-240,509 (+)

IMGVR_UViG_7000000564_000061|7000000564|SRS016225_WUGC_scaffold_2185: 1-238,862 (+)

IMGVR_UViG_3300008278_000002|3300008278|Ga0114262_100009: 1-239,790 (+)

IMGVR_UViG_3300007079_000002|3300007079|Ga0104033_100004: 1-242,389 (+)

IMGVR_UViG_3300006289_000231|3300006289|Ga0099614_100006|64-237476: 1-237,413 (+)

SRS148367_a1_ct10408_vs01: 1-233,735 (+)

IMGVR_UViG_3300008556_000001|3300008556|Ga0111059_100005: 1-240,964 (+)

IMGVR_UViG_3300008331_000001|3300008331|Ga0114894_100003: 1-241,530 (+)

IMGVR_UViG_3300008098_000009|3300008098|Ga0114255_100008: 1-241,500 (+)

IMGVR_UViG_3300007531_000006|3300007531|Ga0105502_1000010: 1-241,533 (+)

IMGVR_UViG_3300008406_000001|3300008406|Ga0115224_1000014: 1-237,013 (+)

MGV-GENOME-0379796: 1-237,996 (+)

IMGVR_UViG_3300045988_131408|3300045988|Ga0495776_011136: 1-222,094 (+)

IMGVR_UViG_3300045988_128170|3300045988|Ga0495776_011131: 1-218,921 (+)

MGV-GENOME-0379633: 1-218,921 (+)
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